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METHODS, APPARATUS, AND
COMPOSITIONS FOR MASS
SPECTROMETRY

CROSS REFERENCE TO RELATED
APPLICATION

This application is a continuation-in-part of U.S. non-
provisional application Ser. No. 14/153,078, filed Jan. 13,
2014, entitled “Mass spectrometry methods and apparatus”,
currently pending, which claims priority from U.S. Provi-
sional Patent Application No. 61/751,915, of the same title,
filed Jan. 13, 2013, and of U.S. non-provisional application
Ser. No. 13/374,909, entitled “Substrate compositions and
methods of use thereof”, filed Jan. 23, 2012, issuing as U.S.
Pat. No. 8,963,080 on Feb. 24, 2015, which claims priority
from U.S. provisional application No. 61/461,690, filed Jan.
22,2011, of the same title; this application claims the benefit
of and priority from all of the foregoing, the contents of
which are incorporated herein by reference as though set
forth in full.

STATEMENT REGARDING FEDERALLY
SPONSORED RESEARCH

None

TECHNICAL FIELD

The present disclosure relates to the field of mass spec-
trometry.

BACKGROUND

A wide range of pharmaceutical, scientific, chemical,
consumer, industrial, clinical and diagnostic markets depend
on the utilization of large libraries of samples. For example,
small molecule compound libraries and screens are at the
heart of the pharmaceutical industry. These libraries often
contain many hundreds of thousands of small molecule
samples, typically dissolved in DMSO or enzyme assay
buffer, in multiwell plates that occupy many cubic feet of
space and often require controlled environments. The scale
of these libraries makes their characterization or use in
assays difficult using conventional approaches. Even simple
assays measuring library integrity, stability and solubility
are extremely difficult and often not performed due to the
limited throughput of chemically specific analytical assays
used by the group possessing the library. Therefore, it would
be desirable to provide this library to a third party for
analysis. However, the value of the library itself and often
the intellectual property related to the library makes ship-
ping chemical libraries and screens off-site undesirable. In
addition, enzymatic assay screens using the compound
library along with additional assay-specific components are
highly valuable not only due to the composition of the assay
but also because of the proprietary information that they
contain. This inability to characterize libraries limits indus-
trial efforts in drug and enzyme development due to lack of
information on the library composition and on the stability
and solubility of compounds in standard assay conditions.
This may result, for example, in false negatives due to
compounds not being soluble under test conditions or having
degraded in storage. Analytical throughput also limits the
experimental space that can be explored, again missing
promising leads and slowing the pace of drug and enzyme
development. These considerations make it imperative to
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develop technologies that enable off-site analysis, including
by third parties, in a format that does not require amounts of
sample large enough that the proprietary details of the assay
could be reverse-engineered, and in a format that is readily
transportable while maintaining the integrity of the sample
library.

SUMMARY

Large sample libraries are inherently difficult or impos-
sible to transport. Often they occupy room-sized spaces,
must be kept under high refrigeration and tight environmen-
tal control, are stored and managed with massive and
complex robotics systems, and contain samples obtained at
great expense and embodying valuable proprietary informa-
tion. Library owners are understandably unwilling to allow
valuable samples off premises and risk accidental destruc-
tion, theft, or reverse engineering, and in any case the
handling, storage, and transport challenges make it imprac-
ticable to do so in any quantity useful for high throughput
screening.

Recent developments in mass spectrometry (MS) analysis
have opened up a vast repertoire of new analytical tech-
niques that could contribute entire new dimensions of infor-
mation for sample library evaluation and screening. How-
ever, these techniques often require analytical expertise
possessed only by a relatively few specialists, and special-
ized instrumentation that is expensive to acquire and not
readily transportable.

Disclosed herein are methods, apparatus, compositions,
and articles of manufacture that, in various embodiments,
make possible the transport of large sample sets to an offsite
location for MS analysis, in a miniaturized array format that
minimizes or eliminates the risk of reverse engineering. The
miniaturization is readily accomplished at the library site
using easily transportable instrumentation, making it unnec-
essary for the sample library itself ever to leave its secure,
environmentally controlled repository. Only the miniatur-
ized array need leave the library premises, and the minia-
turized samples may be tracked and results reported in a
blinded fashion whereby no information regarding the exact
chemical composition or provenance of the samples is
divulged, yet the results are provided to those in control of
the library in a format that allows them to link the mass
spectrometry data to the sample identifiers thereby obtaining
information on the composition and/or activities of their
samples.

Offsite transport of a MS sample array poses novel
stability and sample integrity problems due to the desire to
accommodate standard transport services such as mail or
common carrier, notwithstanding the presence of samples of
unknown and variable composition and stability, the close
spacing of samples to achieve desired miniaturization, the
desire to enable the use of MS techniques that may entail
relatively weak association of samples with the surface
and/or the use of potentially problematic coatings or addi-
tives, and the risk of contamination and temperature or
atmospheric changes during transport. As disclosed herein
and demonstrated in the examples, the inventors have
devised apparatus and methods for stability-packaging the
miniaturized library arrays for transport which is effective to
enable long distance transport and medium term storage
while maintaining sample integrity.

The methods and apparatus disclosed herein thus enable
a novel business model offering a service to owners of large
sample libraries, whereby samples can be miniaturized onto
an MS array at the library site, either by the customer or an
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MS analysis provider. The samples can then be transported
to an offsite location where the required instrumentation and
expertise is available for a desired MS analysis, and results
can be reported back to the customer, while maintaining
strict confidentiality of the nature and provenance of the
samples.

In general, there are provided methods, devices, appara-
tus, and articles of manufacture for the general purpose of
characterizing one or more aspects of the chemical compo-
sition or activities of sample libraries including, for
example, but not limited to, aspects related to the develop-
ment of pharmaceuticals, enzyme development, and medical
diagnostics. These may include, for example, the solubilities
of small molecules, the stability of small molecules, the
reactivity of small molecules, composition of biofluids,
compositions of tissues, composition of cells, and enzymatic
activities.

An object of various aspects of the present disclosure is to
provide apparatus, compositions, methods, and articles of
manufacture useful for one or more of: miniaturizing large
sample libraries onto mass spectrometric (MS) arrays, pack-
aging and stabilizing the MS arrays for transport, tracking
the positions of the samples on the array, transporting the
MS arrays, performing offsite MS analysis on the arrayed
samples, providing customer access to the MS analysis data,
linking the mass spectra to library identifiers, and maintain-
ing the confidentiality of the samples and data throughout
the process.

An object of various aspects of the present disclosure is to
provide high density MS arrays whereby hundreds or thou-
sands of samples may be miniaturized onto a single MS
substrate.

An object of the present disclosure is to provide a prac-
ticable ability to transport large numbers of samples for
offsite analysis by a standard carrier transport service (i.e.
FedEx, USPS, UPS, etc.) without excessive specialized
handling during transport that is not standard to the carrier
industry.

An object of various aspects of the present disclosure is to
provide apparatus, compositions, methods, and articles of
manufacture useful for maintaining integrity of chemical
analysis by stabilizing the library and preventing or reducing
the contamination of MS samples arrayed in high density on
the MS substrate, whether from foreign substances or from
cross-contamination between spots or otherwise.

An object of various aspects of the present disclosure is to
provide customers having large sample libraries with prac-
tical and cost-effective access to MS analysis requiring
specialized instrumentation and/or expertise.

An object of various aspects of the present disclosure is to
facilitate transport of large sample libraries or portions
thereof for offsite MS analysis in a manner that both
preserves sample integrity and allows samples to leave the
library or customer site only in a form providing reasonable
assurance against reverse engineering or other unauthorized
uses.

An object of various aspects of the present disclosure is to
facilitate offsite transport of samples that may be arrayed
with small separation between samples, have unknown
and/or widely varying properties, or otherwise be suscep-
tible to a risk of instability or contamination.

An object of various aspects of the present disclosure is to
provide convenient and cost-effective customer access to
offsite MS analysis data that may be queried using blinded
tracking identifiers and/or readily incorporated into existing
customer datasets.
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Also disclosed herein are various aspects of a desorption
ionization mass spectrometry platform technology that is
capable of high-throughput, high-content, label-free mass-
based analysis of microvolume quantities of sample. One
feature of this technology is that it capable of rapidly
detecting and analyzing thousands of compounds present in
a complex mixture and is available as a powerful tool for the
study of biological systems.

It will be apparent to persons of skill in the art that various
of the foregoing aspects and/or objects, and various other
aspects and/or objects disclosed herein, can be incorporated
and/or achieved separately or combined in a single device,
method, composition, or article of manufacture, thus obtain-
ing the benefit of more than one aspect and/or object, and
that an embodiment may encompass none, one, or more than
one but less than all of the aspects, objects, or features
enumerated in the foregoing summary. The disclosure hereof
extends to all such combinations. In addition to the illustra-
tive aspects, embodiments, objects, and features described
above, further aspects, embodiments, objects, and features
will become apparent by reference to the drawings and
detailed description. Also disclosed herein are various
embodiments of related methods, devices, apparatus, and
articles of manufacture. The foregoing summary is intended
to provide a brief introduction to the subject matter of this
disclosure and does not in any way limit or circumscribe the
scope of the invention(s) disclosed herein, which scope is
defined by the claims currently appended or as they may be
amended, and as interpreted in the light of the entire
disclosure.

BRIEF DESCRIPTION OF THE FIGURES

FIG. 1 is a schematic depiction in cross-section of an
embodiment of a stability-packaged MS array.

FIG. 2 is a schematic depiction of an embodiment of a MS
substrate mounted in a frame.

FIG. 3 shows an embodiment of an exemplary offsite MS
analysis system consistent with the methods, systems, and
apparatus of the present disclosure.

FIG. 4 depicts an embodiment of an offsite MS analysis
process.

FIG. 5 depicts an embodiment of an MS substrate and a
frame including a fiducial mark.

FIG. 6 depicts an embodiment of an MS array including
MS samples applied at trackable loci.

FIG. 7 shows an optical microscopic image of an embodi-
ment of an acoustically printed MS array.

FIG. 8 shows an enzyme assay mass spectrum acquired
from a trackable position on an embodiment of an MS array
following stability-packaging and transport consistent with
the disclosure hereof.

FIG. 9 shows a MS array having a urine sample applied
at a trackable locus in an embodiment consistent with the
disclosure hereof.

FIG. 10 shows a mass spectrum obtained from a urine
sample applied to a trackable locus on an MS array follow-
ing stability-packaging and transport in an embodiment
consistent with the disclosure hereof.

FIG. 11 shows a mass spectrum obtained from a drug
toxicity assay sample applied to a trackable locus on an MS
array following stability-packaging and transport in an
embodiment consistent with the disclosure hereof.

FIG. 12 shows a mass spectrum obtained from a drug
molecule sample applied to a trackable locus on an MS array
following stability-packaging and transport in an embodi-
ment consistent with the disclosure hereof.
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FIG. 13 depicts schematically the arraying of MS samples
onto an MS substrate by acoustic deposition in an embodi-
ment consistent with the disclosure hereof.

FIG. 14 depicts an embodiment of a data management
system consistent with the disclosure hereof.

FIG. 15A shows a mass spectrum of N-Desethylamodia-
quine obtained prior to stability packaging and offsite ship-
ping.

FIG. 15B shows a mass spectrum of N-Desethylamodia-
quine obtained after stability packaging and offsite shipping.

FIG. 16 shows a mass spectrum of sample including a
blinded analyte with internal standards obtained after sta-
bility packaging and offsite transport.

FIG. 17 is a spectral comparison of blood sample detected
on a substrate with (bottom spectra) and without (top
spectra) photoacid treatment of the substrate showing
enhancement of the ionization peaks detected with the
photoacid treatment.

FIG. 18 shows tissue imaging of a mouse brain slice with
and without photoacid treatment, showing significant
enhancement of signal with photoacid treatment (top portion
of sample) compared to no treatment (bottom portion of
sample).

FIG. 19 shows the intensity map of the spectral data for
each compound in a library analyzed at 30-fold dilution and
example spectra that are generated for each compound
screened.

FIG. 20 shows the spectra obtained from a Raji cell
sample treated with rapamycin overlaid with spectra
obtained from an untreated sample.

FIG. 21 shows the metabolic profile spectrum of a
PNPLA3-knockout mouse liver extract overlaid with the
metabolic profile spectrum from the wild type liver extract
showing significant metabolic profile differences.

FIG. 22 shows the ionization profile of a zebrafish sample
treated with a library compound detected in the 100 to 1,000
m/z range.

FIG. 23 shows an intensity map of a selected metabolite,
phosphocoline, detected in the zebrafish whole organism
across a compound library.

FIG. 24 shows the cluster analysis of the zebrafish array
in which the spectral profiles obtained from the array were
clustered using an algorithm described herein, according to
an embodiment consistent with the disclosure hereof. Dis-
tinct groups of cellular or metabolic activity (outlying
circles) could be distinguished from background or back-
ground activity (two main clusters of circles).

Figures are not to scale unless expressly so labeled, and
relative positions of objects and components are illustrative.
Persons of skill in the art will recognize that many other
arrangements, configurations, dimensions, and selections of
components are possible and consistent with the disclosure
hereof, and are in no way limited to the embodiments shown
in the figures.

DETAILED DESCRIPTION

Disclosed herein are methods, apparatus, compositions,
systems, and articles of manufacture useful for performing
offsite mass spectrometric (MS) analysis of samples. In
some embodiments, for example, a plurality of MS samples
from a sample library may be arrayed on one or more MS
substrates at a loading site where access to the sample library
is available. The resulting arrays may then be packaged for
transport in accordance with the disclosure hereof to protect
the MS samples from damage or alteration, and transported
to an offsite analysis location for MS analysis. Confidenti-
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ality as to the identity of the MS samples may be preserved
by mapping the applied MS samples to arbitrary tracking
identifiers, or by using other blinded tracking strategies, so
that no confidential information on the specific composition,
confidential identifiers, and/or activities of the library need
ever leave the control of the library owner.

FIGS. 3 and 4 depict the broad outlines of an exemplary
embodiment of a system and method for performing offsite
MS analysis, of particular utility for analyzing large sample
sets, employing various aspects of the disclosure hereof. At
a loading site 205 under the control of a customer 200, there
is present and accessible a sample library 210, such as, for
example, a drug discovery library. An arraying instrument
215 as disclosed herein is made available at the loading site.
Using the arraying instrument and the methods and appa-
ratus disclosed herein, an analysis library comprising a
selection of MS samples obtained from the sample library is
miniaturized by applying 300 the MS samples onto an MS
substrate as shown in FIG. 4 to produce an MS array 140 as
shown in FIG. 3. The MS array is stabilized and packaged
320 according to the disclosure hereof to produce a stability-
packaged MS array 100. An MS sample 115 applied to the
MS array 140 is tracked/indexed 310 by assigning a tracking
identifier to the MS sample, and, in a sample record 240,
associating the tracking identifier with a descriptor by which
the MS sample can be distinguished from other MS samples
on the MS array. The sample record 240 is made available
for use in associating 360 offsite analysis results with
tracking identifiers, and a data system 235 is optionally
updated with the sample record 240. The stability-packaged
MS array 100 is dispatched 330 for transport 220, to an
offsite analysis location 255 under the control of an analysis
provider 260, at which there is available an MS instrument
225 for performing a desired MS analysis. The stability-
packaged MS array is depackaged 340 and an MS analysis
350 is performed on the MS array to determine one or more
MS characteristics of one or more of the MS samples, whose
tracking identifier(s) is/are determined by reference to the
descriptor contained in the sample record 240. The MS
characteristic(s) of a sample may be associated 360 with the
tracking identifier of the sample in a MS data record 230 and
a data system 235 may be updated with the data record 230.
The MS characteristic(s) of the MS sample and associated
tracking identifier are communicated 370 to a customer 200
or other person entitled thereto. In some embodiments, this
communication may include providing a customer or other
person entitled thereto with access to a data record including
the MS characteristic(s), and/or a report 250 thereof, in
response to a query 245 including the tracking identifier of
a sample of interest.

In an exemplary embodiment of various of the systems
and methods disclosed herein and illustrated in FIGS. 3 and
4, offsite MS analysis is performed for a customer 200, such
as, for example, a pharmaceutical company, that owns or
controls a large sample library and is in need of MS analysis
which may be undesirable or impracticable to perform at the
library site 205. For example, the MS analysis may be of a
nature requiring instrumentation not available at the site
where the library is located, and/or requiring specialized
expertise exceeding the customer’s capabilities. The cus-
tomer may employ an analysis provider 260, which may be
aperson or entity having expertise in the type of MS analysis
desired, and having access to an MS instrument 225 of the
type required. The analysis provider 260 optionally provides
an arraying instrument 215 at the site where the library is
located, and performs the extracting of MS samples from the
sample library, the applying 300 of MS samples to the MS
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array(s), the indexing/tracking 310 of the MS samples, the
stability-packaging 320 of the MS array(s), and the dispatch-
ing 330 of the stability-packaged MS array 100 for transport
220 by a freight forwarder or other common carrier. Fol-
lowing the arrival of the stability-packaged MS array 100 at
the analysis site 255, the analysis provider 260 performs the
depackaging 340 of the stability-packaged MS array, the
offsite MS analysis 350, and associating 360 the MS data
with tracking identifiers. The analysis provider then pro-
vides the customer with access to the MS analysis data,
which is accessible by the tracking identifiers previously
associated with the MS samples.

In various embodiments offsite MS analysis may be
performed by or for a customer 200 or any other person or
entity having need thereof. Various aspects of the systems
and processes disclosed herein may be carried out by a
single person or entity, or by multiple persons or entities
acting in cooperation and/or acting as independent providers
or vendors. In some embodiments, the offsite analysis 350
may be performed by, and/or an offsite analysis location 255
may be a facility owned or controlled by, an analysis
provider 260, which may be a person or entity other than the
customer 200 or other person or entity who owns or controls
the sample library. In some embodiments, any or all of the
systems and methods disclosed herein, or any part thereof,
may be performed by or under the direction or control of a
customer 200, an analysis provider 260, one or more
employees and/or third-party contractors under the direction
or control of either, or any other person or entity. In an
embodiment, applying MS samples to an MS substrate 300,
recording tracking information 310, stability-packaging the
MS array 320, and dispatching the stability-packaged MS
array for transport 330 are performed by or at the direction
of a customer 200, and depackaging 340, MS analysis 350,
associating results with tracking information 360, and com-
munication of results 370 to the customer 200 or a designee
of the customer are performed by or at the direction of an
MS analysis provider 260.

In some embodiments, a loading site 205 may be any
location where source samples are available from which MS
samples may be extracted and applied to MS substrates.
Often samples will be obtained from a sample library. In an
exemplary embodiment, library samples are stored in multi-
well plates or microtubes in a sample storage system pro-
viding temperature and environmental control, and samples
may be selected and extracted robotically. The proximity to
the sample storage system required for samples to be prac-
ticably available for applying to an MS array may depend
upon a number of factors, such as, for example, the stability
of'the samples and analytes therein, the manner in which the
samples are stored, availability of robotic or other facilities
for handling and transporting the containers, and security
and access control considerations. Thus in some embodi-
ments, the loading site may be or include a room in which
samples are stored in a sample storage system, or an adjacent
or nearby room within range of practical sample availability.
In some embodiments, samples may be obtained otherwise
than by selection from a stored library, such as, for example,
directly from a combinatorial chemistry process or from a
chromatography or other separation process, or samples may
be transported in well plates or other containers, in which
case the loading site may be any location at which the
samples are present and any required arraying instrument
and any other resources required for applying MS samples
to an MS substrate and stability-packaging the resulting MS
array are available.
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In some embodiments, an offsite analysis location 255
may be any location that is offsite from the loading site and
where there is accessible a MS instrument operable for
performing the analysis of interest. In some embodiments,
an offsite analysis location may be a location at sufficient
remove from the loading site so as to pose a risk of damage
or alteration to the MS samples or substrate if the loaded MS
substrate were transported to the location of the MS analysis
instrument without adequate stabilization and/or protection,
taking into account the nature and composition of the
samples and the conditions under which they are applied,
transported, and/or analyzed. In some embodiments, the
offsite analysis location 255 may be in another building from
the loading site 205. In some embodiments, the offsite
analysis location is a facility owned or controlled by a
person or entity, such as, for example, an analysis provider,
other than the owner of the sample library.

In an embodiment, it will be found useful in applying the
MS samples to the MS substrate to employ one or more
application instruments 215, such as, for example, an acous-
tic deposition instrument, and/or other devices and labora-
tory instruments. Similarly, in obtaining MS samples from a
sample library or other source of samples, and/or in stability-
packaging a MS array, various materials, devices and instru-
ments may be used. In some embodiments, any one or more
of these materials, devices, and instruments, including, for
example, arraying instruments, MS substrates, mounting
frames for MS substrates, and materials and apparatus for
stability-packaging, may be owned and/or provided in whole
or part by a customer, or an analysis provider, or another
person or entity. In an embodiment, the operations and
methods for obtaining MS samples from library samples or
other sources, applying the samples to an MS substrate,
stability packaging the MS array, dispatching the MS array
for transport, and related operations and processes, may be
performed by persons employed or contracted by or under
the direction of a customer, an analysis provider, or another
person or entity.

FIG. 2 depicts schematically various general aspects of an
embodiment of a MS array 140, including a MS substrate
130, MS samples 115 applied to a sample accepting region
110 thereof, and an optional mounting frame 135 in which
the MS substrate may be mounted. Using the methods,
apparatus, and compositions disclosed herein, MS arrays
may be made having more than about 1,000, or more than
about 2,000, or more than about 3,000 chemically distinct
MS samples applied, representing analytes of unknown
compositions and potentially widely varying properties.
Array features may be less than about 250 um diameter, or
less than about 100 um diameter, and spaced less than about
800 um apart, or less than about 400 um apart.

A MS substrate may be of any composition, dimensions,
and geometry operable for application of a sample of interest
thereto and MS analysis of the sample, and may include any
of the MS substrates known to persons of skill in the art. In
some embodiments, the MS samples are applied to a sample-
accepting surface 110 of the MS substrate. In some embodi-
ments the sample-accepting surface may be a substantially
flat surface. In some embodiments the sample-accepting
surface may be porous, and/or may be coated or doped. In
some embodiments the MS substrate and/or sample-accept-
ing surface may be composed in whole or part of one or
more of: a conductor (e.g. a metal); a semiconductor (e.g.
doped silicon); an insulator coated with a conductive/semi-
conductive material (e.g. coated glass, plastic); a thin insu-
lator on a conductive surface such as a 50 um thick coverslip
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on stainless steel surface; or any other material having or
contributing to desired sample-application and/or MS analy-
sis properties.

In some embodiments as illustrated schematically in FIG.
2, a MS substrate 130 may be mounted in and/or affixed to
a frame or mounting structure 135. MS substrates may be
fabricated or cut from the raw material into numerous
geometries. In some embodiments, the dimensions and
geometry of the MS substrate and/or the frame or mounting
structure are compatible with an instrument for applying
samples to the MS substrate, a MS analysis instrument, a
laboratory robotics instrument, or other instrument with
which compatibility is desired. In some embodiments, the
dimensions and geometry of the MS substrate and/or the
frame or mounting structure conform to or are compatible
with a standard Society for Biomolecular Screening (SBS)
footprint, such as, for example, 127.76 mm long by 85.48
mm wide (http://www.slas.org/education/standards/ AN-
SI_SBS_1-2004.pdf), or a standard microscope slide dimen-
sion such as 75 mm long by 25 mm wide. Conforming to
SBS geometries enables compatibility with a wide variety of
robotics, mass spectrometers, sample handlers, autosam-
plers, and other standard instrumentation. An advantage of
mounting a MS substrate in a mounting frame is that the
dimensions of the MS substrate can be determined according
to the number of samples and surface area required or other
criteria of interest, while maintaining compatibility with
other instruments via the frame or mounting structure,
thereby allowing more effective use of the substrate mate-
rial.

In some embodiments, it will be found useful to employ
as a MS substrate nanoporous silicon coated with a liquid
initiator that fills the pores (i.e. Nanostructure-initiator mass
spectrometry, NIMS). In some embodiments an MS sub-
strate may be prepared or treated according to any prepara-
tion or treatment modality operable to produce desired
properties, which may include any one or more of the MS
substrate preparation or treatment modalities known to per-
sons of skill in the art as suitable for the types of MS analysis
techniques described in this application. This may range
from simple planar substrates including but not limited to,
silicon and other semiconductors, gold, steel, stainless steel,
glass, polymeric materials especially conductive polymers,
laminated materials etc. to more complex structured sur-
faces. A wide range of structured surfaces are used in mass
spectrometry including but not limited to, thin layer chro-
matographic surfaces, microfabricated silicon or other semi-
conductor surfaces, porous materials including silicon and
other semiconductors and combinations of planar and struc-
tured surfaces including those coated by other materials. An
example of planar coated surfaces would be stainless steel
coated with sinapinic acid or other MALDI matrix materials.
By way of example of a coated structured surface, the MS
substrate may be prepared generally according to the pro-
tocol for producing NIMS surfaces as described in Woo
H-K., Northen T. R., Yanes O., Siuzdak G. Nanostructure-
Initiator Mass Spectrometry (NIMS): A protocol for prepar-
ing and applying NIMS surfaces for high sensitivity mass
analysis. Nature Protocols 3, 1341-1349 (2008), which may
be adapted to accommodate a desired chip geometry and
surface chemistry.

In some embodiments, coatings and/or sample additives
may be employed, which may include any coatings or
additives operable singly or in combination to improve spot
placement, spot homogeneity, and/or spot reproducibility,
and/or otherwise enhance the printed array quality; to
improve and/or facilitate ionization of sample; to improve
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any property of the mass spectrometry readout such as, for
example, sensitivity, quantitation, or reproducibility; or to
improve or modify any other property or characteristic of
interest. In some embodiments, for example, a hydrophobic
fluorous coating, as used in the production of NIMS chips,
may be employed to produce high contact angles (e.g. >90
degrees) with aqueous sample droplets, which results in a
MS sample spot that covers a smaller (e.g. 250 microns or
less or 100 microns or less) diameter. In some embodiments
coatings and/or surface treatments are employed to improve
sample distribution homogeneity within a spot. In some
embodiments a degree of sample distribution homogeneity
is obtained such that independent samplings across a spot
have a normalized intensity coefficient of variation less than
50% for a known analyte in the sample.

In various embodiments, MS samples 115 may be or
include or be sampled or made from any one or more
materials or substances desired to be analyzed by mass
spectrometry and capable of being applied to a MS substrate.
In some embodiments an MS sample is, includes, or is
derived from an aliquot of a sample present in a combina-
torial or other sample library, such as, for example, a small
organic molecule library, enzymatic reactions, drug librar-
ies, libraries of biological materials obtained from tissues,
biofluids, or microorganisms, peptide libraries, protein
libraries, polymer libraries, biopolymer libraries, libraries
obtained from combinatorial chemistry approaches, and
small molecule libraries with one or more molecule con-
forming to Lipinski’s Rule of Five. These libraries may, for
example, be composed of small molecules, natural and/or
synthetic, such as used for the purposes of drug develop-
ment, enzyme development or medical diagnostics. Librar-
ies may be the result of synthetic and/or combinatorial
chemistry and/or be obtained from plant, microbial, or
animals including human tissues and biofluids. Libraries
may also be composed in whole or part of activity assay
mixtures that include proteins, co-factors, reaction sub-
strates and/or other necessary components to assess activity,
such as microsomes or cells.

Commonly, compound libraries used in, for example,
drug development and research, may include a large number
of individual samples, which may number in the thousands,
tens of thousands, hundreds of thousands, or more, with each
sample separately stored. Often library samples are dis-
solved or suspended in a buffer or solvent, and disposed in
well plates or other containers known in the art, which are
stored in a carefully controlled environment and handled and
accessed robotically. A stored sample library may easily
occupy a room-sized volume, part of which comprises
storage racks, associated environmental control systems,
and robotic handling equipment that is not readily movable.
Therefore, for a large library-derived sample set to be
analyzed by MS techniques not available at the library
location, it is of great practical utility to substantially min-
iaturize the sample set, preferably in a way that also provides
for maintaining stability and integrity of the samples. The
methods, apparatus, and compositions disclosed herein may
be employed to prepare a miniaturized sample set wherein
sample volumes are reduced from on the order of at least
tens of microliters to on the order of nanoliters, with samples
representing the contents of large well plates miniaturized
onto readily transportable and stabilizable chips similar in
size to standard microscope slides. The full mass spectro-
metric informational content of a large sample set occupying
on the order of cubic meters of storage may be reduced to
MS arrays occupying less than Y20 of the volume occupied
by the source library, or less than %100 the volume, or less
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than Y1000 the volume, or less than V10,000 the volume. In this
way the packaging volume of a sample library or subset
thereof (that is, the volume required to be packaged if
transport is desired, including the samples and their con-
tainers) may be markedly reduced. In general, using the
methods and apparatus disclosed herein, the packaging
volume required to package a sample library or subset
thereof for transport may be reduced from that required for
packaging multiple well plates or sample tubes to the
volume occupied by an MS array of dimensions as disclosed
herein, for a reduction in packaging volume of 20:1, or
100:1, or 1000:1, or 10,000:1, making practicable the trans-
port of sample libraries would otherwise be so large and
unwieldy for convenient packaging and shipping.

In some embodiments, MS arrays having very high total
complexity are produced, stability-packaged, transported,
and/or offsite analyzed. The complexity of an MS array may
be expressed in terms of the number of hyperspectral
dimensions present, which may be computed as the mass
range observed divided by the resolving power of the
analysis, where the mass range observed is the difference
between the highest and lowest masses observed, and the
resolving power is the smallest difference between two
masses that can be resolved as distinct peaks. The hyper-
spectral complexity of an MS array may be expressed as the
number of hyperspectral dimensions for each spot or MS
sample, summed over all the MS samples present on the MS
array. In general, as complexity increases, the need increases
for the precautions disclosed herein against alteration and/or
contamination of MS samples and associated MS substrate
compositions, coatings, matrices, etc., while awaiting analy-
sis, since the information-degrading effect of any such
contamination or alteration is likely to be relatively greater
in comparison to the information present corresponding to
the characteristics sought to be measured. The methods,
apparatus, compositions, and articles of manufacture dis-
closed herein may be used to produce, stability-package,
transport, and/or perform and report offsite MS analysis on
MS arrays having a total hyperspectral complexity of more
than 10,000, or more than 100,000, or more than 500,000, or
more than 1,000,000.

In various embodiments MS samples applied to MS
substrates may include any one or more compositions and/or
analytes capable of having an MS characteristic measured or
estimated by MS analysis according to any of the methods
disclosed herein or known in the art. In some embodiments
MS samples may be, include, or be sampled or made from,
for example, one or more liquids, gases, solutions, emul-
sions, slurries, colloidal mixtures, gels, powders, suspen-
sions of sample material or other suspended entities, and/or
biological fluids, such as, for example, blood, serum, cere-
brospinal fluid, or urine. In some embodiments MS samples
may be sampled or derived from an organism, such as, for
example, an animal, a microbe, a plant, or a parasite; or from
a tissue, tissue culture, bacterial culture, or other biological
source, such as, for example, a human cell culture extract, a
tissue extract, lysed cells, or homogenized tissues. Analytes
whose MS characteristics may be desired to be analyzed by
MS analysis, present in MS samples in various embodi-
ments, may include, for example, one or more analytes
selected from organic molecules, inorganic molecules, met-
als, ceramics, proteins, enzymes, biomarkers, transcription
factors, membrane proteins, cytoskelatal proteins, peptides,
polypeptides, nucleic acids, nucleic acid analogs, metallo-
proteins, chemical catalysts, metallic groups, antibodies,
cells, ions, ligands, substrates, receptors, biotin, hydropho-
bic moieties, alkyl chains, phenyl groups, co-factors, or any
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other type or class of analyte at least one MS characteristic
of which is capable of being measured or estimated by MS
analysis.

In some embodiments MS samples may optionally
include or contain substances having any chemical, physical,
and/or biological properties deemed useful, such as, for
example, reagents, buffers, solvents, surfactants, wetting
agents, lubricants, drugs, etc. In some embodiments, MS
samples may include or have added thereto one or more
additives such as organic alcohols (e.g. isopropanol, metha-
nol) or poly-alcohols (e.g. glycerol) or other organic sol-
vents. Additives such as, for example, the foregoing may be
usefully employed to stabilize the sample droplets and
improve dried array spot homogeneity and/or increasing
mass spectrometry detection quality/sensitivity and/or
reproducibility. In some embodiments, such additives may
include, for example, a quantitation standard, a mass accu-
racy standard, a signal to noise enhancer, a pH modifying
additive, a solubility modifying additive, an ionization
enhancing additive, a derivatization material, a volatility
modifying additive, an adduction material, and/or a label,
molecular bar code, or tag. In some embodiments, MS
samples may be dissolved, suspended or mixed in, or
otherwise associated with one or more solvents, buffers,
pure water, mixtures of water and organic, or other sub-
stances, such as DMSO. A solvent may be polar or non-polar
and/or may be volatile, such as a solvent having a boiling
point below ambient temperature and pressure, or may be
non-volatile. In some exemplary embodiments it will be
found advantageous to employ MS samples dissolved, sus-
pended, and/or mixed in DMSO, alcohol:water mixtures,
and/or standard chemical buffers. In some embodiments an
MS sample may include and/or be derived or sampled from
an extract, such as for example an alcohol extract, a chlo-
roform extract, an ether extract, a DMSO extract.

MS samples may be mixed with reagents to improve their
desorption and/or ionization and/or surface wetting charac-
teristics. Common materials used for this purpose are pho-
toreactive compounds including but not limited to MALDI
matrix materials, common examples include 3,5-dimethoxy-
4-hydroxycinnamic acid (sinapinic acid), alpha-cyano-4-
hydroxycinnamic acid (CHCA), 2,5-dihydroxybenzoic acid
(DHB), picolinic acid. They may also include a wide range
of'acids or bases (e.g. trifluoroacetic acid, ammonium bicar-
bonate, etc.). Nanomaterials can also be used, such as, for
example, gold nanoparticles, cobalt nanoparticles. Additives
that can also be used to enhance surface wetting resulting in
more even sample deposition include for example colloidal
particles, surfactants, and organic solvents.

A plurality of MS samples may be applied to an MS
substrate to produce an MS array. MS samples may be
applied to an MS substrate by any method or modality
operable to produce on the MS substrate a deposition of
sample material capable of analysis therefrom by mass
spectrometry and having volume, spot dimensions and spac-
ing, and other characteristics as suitable for an application of
interest. In some embodiments, MS samples may be applied
to the MS substrate by application methods such as, for
example, contact printing, piezo printing, pipette printing, or
ink jet printing. In some embodiments it is preferable to
apply MS samples to the MS substrate using non-contact
application methods such as acoustic printing, as described
in further detail in the examples below, to avoid contami-
nation, and facilitate high-throughput processing and high
density arraying. In some embodiments, MS samples
applied to an MS substrate are immobilized and/or position-
ally constrained thereon in any manner operable to produce
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an array of stability adequate for an application of interest.
In some embodiments MS samples are immobilized and/or
positionally constrained by, for example, a chemical inter-
action, such as a covalent or ionic bond with the MS
substrate or a coating or linker; by an affinity interaction
with the MS substrate or an affinity reagent; and/or by a
physical interaction such as, for example, adsorption, trap-
ping, or hydrophobic or van der Waals interactions.

In some embodiments, acoustic printing of samples onto
the sample accepting surface will be found to produce
superior results with high-throughput mass spectrometry
readout of high-density sample arrays. In an embodiment as
depicted schematically in FIG. 13, MS samples 115 are
applied to a MS substrate 130 by acoustic printing. The
sample accepting surface 110 of the MS substrate is posi-
tioned facing the well openings of a film bottom well plate
400 or other container providing an acoustically transmis-
sive path for acoustic energy. An acoustic horn 410 emits an
acoustic pulse into sample 405 present in the well or
container, causing a droplet of sample 425 to be ejected
toward the sample accepting surface of the MS substrate.
Actuators 415, 420 may be provided to position the MS
substrate and the well plate or other container, respectively,
relative to each other so as to deposit sample droplets at
predetermined positions on the MS substrate. In some
embodiments the actuators are controlled by a computer
and/or robotic stages are used so as to apply MS samples at
predetermined positions and/or in a predetermined pattern as
specified in a computer file. Acoustic printing is a com-
pletely non-contact printing method that utilizes an acoustic
horn (transducer) 410 positioned below a reservoir or well
(such as a microtiter plate 400) to emit a focused sound wave
that in turn ejects a droplet 425, typically in a volume/size
range on the order of tens of picoliters to tens of nanoliters.
An advantage is that the sample never contacts the printing
apparatus, which eliminates the need for disposable print
heads/tips or wash solvent. The non-contact nature of acous-
tic printing eliminates cross contamination from the printing
apparatus, which is important for high-sensitivity detection
such as mass spectrometry. An exemplary embodiment
using of acoustic printing for arraying of MS samples onto
an MS array is described in Example 7.

Sample pitch is determined by a range of factors including
the MS surface and MS sample physio-chemical properties,
the volume of sample deposited, and the sample deposition
instrumentation, amongst other factors. For example, using
the hydrophobic fluorous liquid coated NIMS MS samples
for printing MS samples containing organic solvents will
result in lower contact angles and larger spot diameters than
using aqueous samples. In this case, the minimum pitch
would be increased to prevent potential mixing of spots.
Similarly, depositing larger sample volumes will result in
larger spot diameters and will result in larger minimum
pitches to prevent spot mixing. In other cases the minimum
pitch will be limited by the capabilities of the deposition
instrumentation. For example, a typical 8-span liquid trans-
fer robot may have a minimum lateral resolution of about
500 um and a minimum pipetting volume of hundreds of
nanoliters, limiting the pitch to about 500 um. The preferred
deposition method of acoustic transfer systems can print
sub-nanoliter volumes with capabilities of sub-500 pm
pitches. Printing of 1 nl or smaller volumes of MS samples
with contact angles of about 90 degrees or higher using
acoustic transfer system can achieve high density MS arrays
that most efficiently enable transport of large libraries. The
resulting high density MS arrays typically require control
environments to prevent cross-contamination. Rehydration
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of the arrays during transport due to condensation (e.g. cold
conditions typical of air-shipping) combined with vibration
can result in mixing of samples invalidating the experimen-
tal results. Therefore, it will be found useful with the MS
arrays to utilize the described shipping systems

In some embodiments and/or for some applications it may
be found useful in applying an MS sample to an MS
substrate to apply a solid phase analyte or carrier, such as,
for example, a frozen sample or fraction thereof, or a bead
or nanoparticle. In some embodiments an MS sample is
applied in whole or part as a gas or aerosol, such as by a
nebulizer print head that nebulizes a liquid into a gas or
aerosol that is then captured by the surface. Application of
sample as a gas or aerosol may offer advantages including
improved intra-spot homogeneity (since non-uniform drying
effects are minimized), reduced inter-spot cross-talk (since
the possibility of migration of liquid droplets is avoided),
and potentially improved signal-to-noise due to reduction of
solvent suppression on the surface (volatile solvent evapo-
rates faster than sample analytes, therefore nebulized solvent
goes away into the surrounding air while less volatile
nebulized analytes are captured on the surface as a sample
spot).

In some embodiments and/or applications it will be found
useful to apply an MS sample wherein a reaction or inter-
action of interest is occurring or has occurred. For example,
in some embodiments an MS sample may include any two
or more interacting entities of interest such as, for example,
a protein interacting with a small molecule, a peptide, an
oligosaccharide, a nucleic acid, another protein, or a cofac-
tor; an enzyme interacting with a substrate; or a metabolite
undergoing or produced as a product of a reaction with
another species. In some embodiments an MS sample
includes two or more analyte entities that are combined on
the MS substrate, such as by sequential or simultaneous
application of two or more compositions to the same MS
substrate locus. In some embodiments a reaction or inter-
action occurring in an MS sample is quenched, such as by
applying a quenching substance and/or using any of a
number of methods common to the art, including, for
example, temperature shifts, pH shifts, and/or addition of
organic solvents to the MS sample after a predetermined
reaction or interaction time.

It being one of the objectives of the disclosure hereof to
provide methods and apparatus whereby MS analysis can be
performed on sensitive and/or confidential samples at a
location not under the control of the owner of the samples,
while protecting the identity of the samples from unauthor-
ized disclosure or discovery, in some embodiments, MS
samples are blinded by applying them to the MS substrate in
a manner and/or in quantities such as to prevent, impede,
and/or make impracticable the analysis of the MS samples
by modalities or techniques other than the intended MS
analysis. Thus an unauthorized person, even if in possession
of the MS array, would be able to obtain, at most, the
information obtainable by MS analysis, and would be unable
to determine the exact chemical structure and/or identity of
the analyte(s) present. In some embodiments, samples are
applied at a center to center distance of less than about 1
mm, or less than about 500 microns. In some embodiments
the volume of an MS sample applied to a MS substrate is less
than about 1 uL, or less than about 500 nL, or less than about
100 nL, or less than about 10 nL, or less than about 1 nL. or
less than about 300 pL, or less than 100 pL, or less than
about 10 pL. In some embodiments a MS sample applied to
an MS substrate has an analyte concentration of less than
about 10 mg/ml, or less than about 1 mg/ml,, or less than



US 9,460,904 B1

15

about 100 ng/ml., or less than about 10 pg/ml., or less than
about 1 pg/ml., or less than about 100 ng/mL, or less than
about 10 ng/ml, or less than about 1 ng ml., or less than
about 100 pg/mlL,, or less than about 10 pg/mL., or less than
about 1 pg/mL, or less than about 100 fg/ml, or less than
about 10 fg/ml,, or less than about 1 fg/ml., depending in
part upon the concentration of an analyte of interest in a
sample source. For example, an organic molecule in a
combinatorial library sample may be present at relatively
high concentration, while a biomarker may be present in a
sample at very low concentration. A particularly challenging
need addressed by some embodiments as disclosed herein is
the need for methods and apparatus operable to miniaturize,
stabilize, and perform offsite analysis on samples wherein,
depending on the sample sources and other considerations,
the concentrations of an analyte of interest may range very
widely. In some embodiments an analyte molecule to be
characterized by MS analysis present in a MS sample
applied to a MS substrate has a mass less than about 300,000
Da, or less than about 30,000 Da, or less than about 3,000
Da.

In some embodiments, by limiting the volume and/or
analyte concentration of the MS samples, the quantity of
analyte material present in a sample may be limited to a
quantity as to which NMR analysis or other non-MS analy-
sis modalities are impracticable; by disposing the MS
samples on the MS substrate at high density and/or in close
proximity, extraction of a sample for an unauthorized analy-
sis is made more difficult or impracticable. The practicability
of reverse engineering analysis of samples depends upon the
determination, effort, and resources applied, and a practi-
cable blinding strategy should therefore aim for reasonable
deterrence commensurate with the likely risk. Currently
NMR analysis of small organic molecule samples of mass on
the order of about 0.1 mg is generally capable of producing
acceptable signal to noise ratios (for 'H acquisitions, which,
coupled with MS analysis might reveal an undesirable level
of information for reverse engineering), and, depending on
the analyte and the instrumentation used, as little as 15 pg
may be sufficient. However, NMR analysis of a MS sample
applied to a MS array would require removal of sample from
the substrate, likely resulting in some loss of sample. Thus
in various embodiments, a useful level of deterrence can be
achieved by limiting the total mass of analyte in each MS
sample applied to a MS array to less than 0.1 mg, or less than
50 pg, or less than 15 pg. Further deterrence can be achieved
by arraying the MS samples in close proximity to each other.
For spots closer together than about 1 mm, or for even
greater deterrence, less than about 0.5 mm, as disclosed
herein, elution of a sample without cross-contamination
from adjacent samples becomes more difficult and other
means of removing the samples from the array would likely
have to be employed. Thus in various embodiments a useful
improvement in deterrence against possible reverse engi-
neering can be obtained by applying MS samples at a
separation of about 1 mm or less, and improved further at a
separation of about 0.5 mm or less, and still further at a
separation of about 0.25 mm or less. At extremely close
feature spacings, the risk of cross-contamination between
spots, particularly in the presence of any moisture, humidity,
or volatilization, increases, potentially raising a need for
more careful environmental control during handling, pack-
aging, and transport.

In some embodiments, a MS sample applied to an MS
substrate is tracked and/or indexed to associate the MS
sample with information by which its identity and/or prov-
enance can be tracked by a person having authority to do so.
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A MS sample may be tracked and/or indexed by any method
or modality and/or using any apparatus operable to maintain
an unambiguous record or trace of the identity and/or
provenance of the sample. In some embodiments, the iden-
tity of the sample is encoded and/or recorded via a unique
tracking identifier associated with the sample. In some
embodiments where it is desired to preserve confidentiality
regarding the identity of a MS sample, a tracking identifier
should preferably be a non-informative identifier that does
not expose to an unauthorized person information regarding
the identity, nature, or provenance of the MS sample or from
which these might be inferred. In some embodiments, for
example, randomly assigned or encrypted identifiers may be
employed as tracking identifiers. In some embodiments, a
tracking identifier of a MS sample may include or be derived
from a sample ID of a library sample from which all or part
of the MS sample was obtained, or the MS surface ID and
x-y position on the array or other position descriptor, or may
be an arbitrary identifier such as a random number or key
assigned to the MS sample, in which case a record may be
made associating the arbitrary identifier with other informa-
tion sufficient to allow a person entitled thereto to determine
the identity and/or provenance of the sample, its composi-
tion, and/or another characteristic of interest. A tracking
identifier may be associated with another data item in any
manner operable to allow retrieval of the data item using the
tracking identifier, such as, for example, by creating or
updating a record, which may be a computerized or elec-
tronic record, containing both the tracking identifier and the
data item, or by employing the tracking identifier as a key in
a database, hash, or other data structure containing the data
item as a value associated or capable of being associated
with the key, or by incorporating, conflating, and/or encrypt-
ing the data item into the tracking identifier itself.

In some embodiments, it will be found useful in tracking
and/or indexing a MS sample to apply the MS sample to a
trackable position on the MS substrate, and/or to associate a
descriptor of the position of the MS sample on the MS
substrate with a tracking identifier of the MS sample. A
trackable position on the MS substrate may be any position
capable of being individually identified and/or addressed,
such as, for example, a position whose coordinates relative
to a known datum are known or measurable, or a position
that can be determined from characteristics of the MS
sample applied to the MS substrate or of the pattern of
samples or other MS samples therein. A descriptor of the
position of the MS sample may include any descriptor
providing information for distinguishing an MS sample
from other MS samples and/or addressing an operation to a
particular MS sample (such as, for example, making an MS
measurement thereon, applying additional material thereto,
or performing a quality control evaluation thereon). For
example, in some embodiments, a descriptor of the position
of an MS sample may include a distance, angle, or other
metric of the position of the MS sample relative to another
known position, such as the position of a fiducial mark on
the MS substrate or a frame in which it is mounted; or
relative to one or more other MS samples; or relative to a
structural feature of the MS substrate or frame, such as, for
example, an edge or corner. In an embodiment as illustrated
in FIG. 5, a fiducial mark 150 is provided on the mounting
frame 135 in which an MS substrate 130 is mounted, and the
fiducial mark serves as an origin of a coordinate system. A
fiducial mark may be any fixed and detectable mark or
feature useful for positioning and/or aligning a MS substrate
or mounting frame and/or fixing a position of any object,
such as a MS sample, relative thereto. The respective
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distances 155 and 160 of a MS substrate position of interest
180 from orthogonal axes of the coordinate system uniquely
specify the position of the MS substrate, and may be
incorporated in a position descriptor. In some embodiments
where an acoustic deposition instrument or other robotic
arraying instrument or movable stage is employed to posi-
tion the arraying instrument relative to the MS substrate, the
positions at which MS samples are applied may be obtained
from positional readouts from the instrument(s) and/or the
instruments’ associated software.

In some embodiments, a position descriptor includes the
respective distances of the MS sample from two or more
fiducial marks or from one or more coordinate axis or other
datum determined thereby, and/or the fiducial marks may be
usefully employed to assist in alignment and registration of
the MS substrate or frame in a spotter, MS instrument, lab
robot, or other instrument. Exemplary embodiments are
described in the Examples below. In some embodiments, a
position descriptor may include the position of an MS
sample relative to other MS samples, and a particular MS
sample may be tracked or identified by, for example, over-
sampling, determining the pattern of spots on the MS
substrate, and tracking or identifying the MS sample of
interest by its position in the pattern. In some embodiments
wherein a distinguishing MS characteristic of one or more
MS samples is known, an MS sample may be tracked,
indexed, and/or identified in whole or part by observing the
presence or absence of the distinguishing MS characteristic.

In an embodiment as depicted schematically in FIG. 6,
wherein MS samples are obtained from a sample library
disposed in a well plate 165, MS samples may be tracked
and indexed by applying the MS samples in a pattern having
a known or determinable relationship with the positions of
the library samples in the well plate. Thus, for example, MS
samples 116, 117, 118, 119 may be arrayed on an MS
substrate 130 in a pattern corresponding to the positions of
the respective library samples 176, 177, 178, 179 from
which the MS samples are obtained. It will be apparent that
an exact correspondence is not required, and that many other
mappings are possible, provided that a relationship exists
whereby the position of a MS sample on the MS array can
be mapped back to its source. Alternatively, a tracking
identifier may include or be derived from the positions of the
library samples in the well plate, such as, for example, the
row and column designators of samples in a standard well
plate having row and column markers 170 175, together with
a plate identifier.

In some embodiments, MS samples may be tracked or
indexed based on any property or characteristic operable for
uniquely identifying a sample, such as, for example, by the
presence of one or more tags or other chemical or physical
identifiers such as a molecular bar code or tag which may be
detectable in a mass spectrum of the sample. In some
embodiments, for example, MS/MS fragmentation may pro-
duce a fragmentation pattern from a spiked internal standard
or analyte giving highly specific identification of a sample
spot. MS samples may also be indexed or tracked based on
an orthogonal analysis system, for example absorbance or
fluorescence or phosphorescence or radiotracers. For
example, inclusion of a fluorescent dansyl dye in known MS
array positions would enable a rapid fluorescent image to
map out the array for subsequent MS analysis.

In an embodiment, as illustrated schematically by way of
non-limiting example in FIG. 1, there is provided a stability-
packaged MS array including an MS substrate 130, having
a plurality of MS samples 115 applied thereon, an enclosure
100 surrounding the MS samples, and a barrier 105 isolating
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the MS samples from physical contact. In some embodi-
ments a stability-packaged MS array further includes an
environmental control system 125 disposed and configured
to condition the environment within the enclosure, or at least
the environment immediately proximate to the MS samples.

In an embodiment as illustrated in FIG. 1, a stability-
packaged MS array includes an enclosure 102 surrounding
the MS samples. The enclosure may be of any material,
composition, dimensions, geometry, and/or configuration
operable to establish a region surrounding the MS samples
wherein the environment to which the MS samples are
exposed may be controlled. Care should preferably be taken
that any portions of the enclosure, and any other components
of the packaging exposed to the MS samples or the envi-
ronment in which they are enclosed, are composed of
materials that do not emit vapors, gasses, particulates, or
other contaminants and are maintained free of any such
materials or contaminants and/or cleaned to remove them. In
some embodiments as illustrated in FIG. 1, the enclosure
102 may be a sealed enclosure, such as a Mylar bag sealed
with a heat seal 132, enclosing the entire MS substrate, the
MS samples, and optionally other components. In some
embodiments the enclosure may be sealed over or against
the MS substrate 130 and/or frame or mounting structure
135. In some embodiments the enclosure may be wholly or
partially impermeable and/or impervious to gasses and/or
vapors. Indicators may be included on or in the package to
indicate mistreatment during shipment, which may in vari-
ous embodiments include any device, material, or compo-
nent operable to disclose the occurrence of a condition of
interest, such as, for example MonitorMarks available from
3M which provide a visual history of time/temperature
exposure [http://solutions.3 m.com/wps/portal/3AM/en_US/
Microbiology/FoodSafety/product-information/product-
catalog/?PC_7_RJH9U523003DC023S7P9203087-
000000_nid=NFNLL5PG88beX2JZNTZSLTgl].

In some embodiments the enclosure may be fully or
partially evacuated. In some embodiments the enclosure
may be charged with a non-interactive gas or fluid, which
may preferably be of a composition that does not react
chemically with or otherwise contaminate or alter an MS
sample or the MS substrate in a manner that would introduce
an artifact or inaccuracy in a MS analysis performed on the
MS sample. In some embodiments a non-interactive gas or
fluid may be or include an inert gas, such as, for example,
argon, or a gas that is not chemically reactive with an MS
sample, such as, for example, ultra-high purity (UHP) nitro-
gen. It will be apparent to persons of skill in the art that the
reactivity of a particular gas or fluid with an MS sample may
depend upon the composition of the MS sample, and selec-
tion of an appropriate non-interactive gas or fluid should be
guided by the known chemical and physical properties of the
gas or fluid and the MS sample. In general, and in many
embodiments, it will be found useful to avoid or reduce
exposure of the MS samples and/or MS substrate surface to
moisture, humidity, particulates, solvents and their vapors,
and contaminants, since these may mix, react chemically, or
induce a state change in the MS samples or MS substrate,
and/or may cause MS samples to spread, interact and/or
cross-contaminate with other nearby MS samples, adsorb
contaminants from the surrounding air or gas, and/or change
spot morphology. Contamination can occur from the contact
of the MS surface with gas, liquid, or solid materials that
affect or interact with or deposit materials onto the mass
spectrometry surface and/or MS samples. An example of gas
phase contamination is the adsorption of small molecules
from the air by the nanostructure-initiator surface reducing
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the performance of the assay. Gas and liquid phase contami-
nation may, for example, occur in situations where hygro-
scopic materials printed onto the surface absorb water vapor
or where water condensation forms directly onto the surface;
in both cases the water can mix spots, degrade analyte, and
be otherwise detrimental to assays. Exposure to oxygen,
high temperatures, and light can similarly degrade samples
and should preferably be avoided. The integrity of the mass
spectrometry surface and printed samples may be preserved
by utilizing the packaging methods and modalities disclosed
herein to minimize these types of environmental exposures.

In an embodiment as illustrated in FIG. 1, a stability-
packaged MS array includes a barrier 105 isolating the MS
samples from physical contact. The barrier may be of any
composition, dimensions, or geometry and disposed in any
manner or position operable to protect the MS samples from
physical contact, such as, for example, physical contact with
the barrier itself, physical contact with the enclosure, and/or
physical contact with any other object that might disturb or
contaminate the MS sample or MS substrate. In some
embodiments a barrier is disposed and configured to cover
the MS samples and establish a space or gap 107 between
the MS samples and the barrier. It will be apparent to persons
of'skill in the art that many arrangements and configurations
are possible interposing one or more barriers covering,
surrounding, and/or disposed adjacent to one or more MS
samples. In some embodiments, the barrier may be integral
with the enclosure. In some embodiments as illustrated
schematically in FIG. 1, the barrier may comprise or be part
of a container within which the MS array is disposed and the
container may be disposed within the enclosure 102. In some
embodiments the barrier may be rigid or semi-rigid, and/or
held in position and/or displaced from the MS samples by a
rigid or semi-rigid support. In some embodiments as illus-
trated in FIG. 1, the MS substrate with MS samples arrayed
thereon may be disposed within a container wherein the MS
substrate and or frame or mounting structure on which the
MS substrate is mounted are constrained in position by one
or more positioning members 120, or in any other manner
operable to position the MS samples relative to the barrier,
thereby establishing a gap or space between the MS samples
and/or MS substrate surface and a barrier 105 disposed
adjacent to and/or covering the MS samples and/or MS
substrate. In some embodiments, an MS substrate with MS
samples arrayed thereon may be disposed in a container such
as, for example, a standard semiconductor wafer carrier or
equivalent, which may optionally be modified as appropriate
to accommodate the dimensions and geometry of the MS
substrate and/or frame or mounting structure in which the
MS substrate is mounted, and to ensure the maintenance of
a gap or space adjacent to the MS samples. In some
embodiments, the semiconductor wafer carrier or equivalent
may be disposed within the enclosure 102.

In some embodiments, a light shield is provided to protect
the MS samples and/or MS substrate surface from exposure
to light. A light shield may be of any composition, dimen-
sions, and geometry and disposed in any position or manner
operable to block or reduce the exposure of the MS samples
and/or MS substrate surface to all or part of the spectrum of
visible, infrared, and/or ultraviolet light. Whether a light
shield should be included in an embodiment, and if so the
optical and other properties of the light shield may be
determined based upon the MS samples and substrate com-
position to be protected, and their sensitivity to deterioration
and/or alteration by the various wavelengths of light to
which the stability-packaged MS array may be exposed.
However, keeping in mind that an object of the disclosure
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hereof is to facilitate arraying and MS analysis of large
numbers of distinct samples having undetermined optical
properties that may vary widely over the samples being
arrayed, it will usually be found preferable to shield the MS
arrays completely from light. In some embodiments, the
enclosure, the barrier against physical contact, or another
component of the package MS array may be composed of or
include an opaque or non-light transmitting material or
coating or otherwise integrate a light shield.

In some embodiments, an environmental control system
125 is provided. An environmental control system may be or
include any substance, material, device, or component oper-
able for conditioning and/or modifying the atmosphere
and/or environment within the enclosure 102, and in par-
ticular the atmosphere and/or environment immediately
proximate to the MS samples and/or MS substrate surface,
in a desired manner. In some embodiments, an environmen-
tal control system may include a dehumidifying component
such as, for example, a desiccant. Avoidance of moisture
during transport and storage is particularly important as
rapid changes in temperature/humidity (i.e. during airline
cargo transport, or on removal from cold-storage) can cause
rehydration of the array spots due to absorption of moisture
from the air by the array spots or in cases where the sample
is shipped at reduced temperatures for enhanced stability for
example on dry or wet ice. Rehydration can increase the rate
of sample degradation, cause neighboring array spots to
combine/cross-talk, or generate sample spot inhomogeneity
during repeated spot rehydration/drying that increases mass
spectrometry readout variability. In some embodiments an
environmental control system may include a temperature
controller disposed and configured to maintain the tempera-
ture to which MS samples are exposed within predetermined
limits. For example, the MS array and enclosure and pro-
tective barrier may be further enclosed in a temperature
controlled box or package. In some embodiments an envi-
ronmental control system may include one or more filters or
other purifiers, which may be active or passive, operable to
purity and/or remove or sequester contaminants such as, for
example, particulates, moisture, and/or volatilized solvents
or other undesired substances.

Care should preferably be taken to avoid contamination of
the MS samples and/or MS substrate surface by particulates
or other contaminants that may be emitted by any compo-
nent of the apparatus, such as, for example, by an environ-
mental control system or a component thereof such as, for
example, a desiccant. In some embodiments, an environ-
ment control system includes a desiccant composed of a
contaminant suppressant composition and/or packaged in a
contaminant suppressant package. In some embodiments, a
filter is provided and disposed to protect the MS samples
and/or MS substrate surface from particulates, while allow-
ing passage of gases and vapors. In some embodiments, the
MS substrate and MS samples are enclosed in a partially
sealed or selectively permeable container and a desiccant or
other potentially contaminant-emitting component is dis-
posed outside the container, thereby allowing diffusion of
gases or vapors from the container but inhibiting the migra-
tion of particulates or contaminants into the container by
substantially restricting the available paths and eliminating
straight line paths by which particulates might enter the
container. In some embodiments, wherein the container is a
semiconductor wafer carrier or equivalent, and the environ-
mental control system is or includes a packaged desiccant,
the container may be partially closed and the packaged
desiccant may be taped or otherwise disposed against a
surface of the container.
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In some embodiments, a stability-packaged MS array is
de-packaged by removing the MS substrate with MS
samples applied thereto from the enclosure, protective bar-
rier, environment conditioning system, and/or other pack-
aging, and MS analysis is performed. In various embodi-
ments, MS analysis and/or MS measurements may be
performed by any MS technique operable to provide a
measure of one or more MS characteristics of interest. In
some embodiments, the results of an MS measurement
and/or MS analysis may include a mass spectrum and/or any
part thereof or characteristic or quantity derivable therefrom,
such as, for example, a plot or vector of peak intensities at
one or more m/z values of interest, or a table of ions and their
corresponding intensities. In various embodiments, a MS
characteristic measured and/or reported may include any
characteristic or property of an MS sample capable of being
measured or estimated by one or more MS techniques, such
as, for example, a peak height or intensity at a specified m/z;
the presence, absence, and/or abundance of a specified
analyte or moiety in a MS sample; or the degree to which a
sample matches a pattern or standard.

The methods, apparatus, compositions, and articles of
manufacture disclosed herein will be found useful in con-
nection with offsite MS analysis by any MS analysis method
or modality and using any MS instrument(s) operable for
determining an MS characteristic of an MS sample applied
to an MS array, such as for example, time-of-flight, magnetic
sector, quadrupole, ion trap, ion cyclotron resonance, orbi-
trap, ion mobility spectroscopy, electrostatic sector analyz-
ers, or hybrids of any of these mass analyzers.

In some embodiments, spatially defined desorption and/or
ionization approaches are used to generate ions from the MS
array such that the composition of array element(s) can be
linked to the position of the array element(s). Commonly
this may be accomplished by scanning and/or targeting a
focused beam over the surface to desorb molecules and/or
ions from a defined region of the surface. However, while
not common in the art, it is also possible to desorb mol-
ecules/ions from larger (x-y) regions and maintain the rela-
tive X-y positions and then detect the ions using a spatially
defined detector. Here the mass may be determined using a
mass analyzer, for example time-of-flight, and the position
may be determined based on the detector element. There are
a wide range of technical approaches for generating ions in
a spatially defined manner. Many approaches simultane-
ously desorb and ionize the molecules. Approaches using
focused beams for spatially defined mass spectrometry
include: secondary ion mass spectrometry (SIMS), which
utilizes an ion beam to desorb and ionize molecules;
MALDI, which utilizes a laser beam; desorption electro-
spray ionization (DESI), which utilizes a focused electro-
spray beam; and nanoDESI, which uses a small pool of
solvent to determine the locus from which sample is ionized.
In some embodiments methods may be used in which the
desorption and ionization processes are decoupled, such as,
for example, laser ablation electrospray ionization (LAESI)
where an IR laser is used for desorption followed by
electrospray ionization, and liquid extraction surface analy-
sis (LESA), where the samples are extracted from a surface
and then analyzed from the liquid phase typically using
electrospray ionization. In some embodiments, methods
may be used wherein ions can be generated on the surface
first (e.g. by adding acidic buffer) and then desorbed using
a spatially defined desorption technique.

In some embodiments, MS analysis is performed by laser
desorption/ionization (LDI) MS, wherein laser energy from,
for example, an ultraviolet laser or an infrared laser, is
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applied to desorb analytes from a surface and volatilize and
ionize them making them available to the ion optics, mass
analysis, and/or detection components of a mass spectrom-
eter. In some embodiments MS analysis is performed by
matrix assisted laser desorption/ionization (MALDI),
wherein a matrix is employed to absorb energy from the
laser and facilitate desorption/ionization. In various embodi-
ments a matrix may be or include any material or compo-
sition operable to absorb laser energy and/or contribute to
ionization and/or desorption of analyte, such as, for
example, nanoparticles or colloids (e.g. gold nanoparticles),
and/or organic matrix molecules e.g. alpha-cyano-4-hy-
droxycinnamic acid, dihydroxy benzoic acid (DHB), and/or
sinapinic acid, which may be applied to, for example,
indium tin oxide glass slides or steel/gold targets. In some
embodiments MS analysis is performed by surface enhanced
laser desorption/ionization (SELDI), wherein analyte mol-
ecules are captured or bound, by for example affinity capture
or covalent binding, onto a MS substrate surface. In various
embodiments of LDI, matrix may be applied in any manner
operable to produce a desired matrix-analyte composition on
an MS substrate, such as, for example, by applying matrix
to an MS substrate surface prior to application of MS
sample; applying a mixture of matrix and sample; applying
matrix and sample simultaneously or sequentially in any
order and allowing them to mix on the substrate, such as by
sequential acoustic deposition of matrix and sample onto the
same substrate locus; or applying matrix after application of
the MS sample to the substrate and allowing the matrix and
sample to co-crystallize onto the substrate. In some embodi-
ments, any other type of LDI MS operable for a desired
analysis may be employed to perform MS analysis on an MS
array, such as, for example, surface enhanced neat desorp-
tion (SEND), or surface enhanced photolabile attachment
and release (SEPAR). The presence of matrix potentially
poses additional stability concerns and underscores the
usefulness of stability-packaging according to the methods
and apparatus disclosed herein where offsite analysis is
contemplated.

In some embodiments, particularly where signals of inter-
est lie in a range below about 700 Da m/z where background
signals from matrix entities may be problematic, matrix-free
LDI techniques may be employed; these may include any
matrix-free technique operable for MS analysis of a MS
sample or analyte of interest, such as, for example, use of
substrates including light-absorptive materials such as nano-
porous silicon, silicon nanowires, gold nanoparticles, or
other energy-absorbing materials; nanoparticle-assisted LDI
MS (nano-PALDI MS); sol-gel assisted LDI (SGALDI); and
matrix free material-enhanced LDI (MELDI). In some
embodiments, light can be used to desorb the sample as in,
for example, laser ablation electrospray ionization (LAESI),
or the sample array may be scanned using direct analysis in
real time (DART) techniques or DESI. In some embodi-
ments combinations of the described approaches may be
employed, such as, for example, NIMS followed by pho-
toionization to improve ion yields. Many variations,
embodiments, and combinations of techniques for MS gen-
erally and LDI MS in particular exist, and are operable for
use with MS substrates and MS arrays of many types and
compositions, and the methods, apparatus, compositions,
and articles of manufacture disclosed herein may usefully be
employed to apply MS samples to such substrates and/or
stability-package MS arrays for offsite analysis by any of
such methods.

The methods disclosed herein will be found particularly
useful in embodiments wherein factors or conditions are
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present suggesting a need for precautions to ensure the
integrity of the MS samples and MS array during handling
and transport, such as, for example, where MS samples, MS
substrates, coatings, or matrix include compositions that are
particularly susceptible to absorption of moisture, volatil-
ization, or contamination; where MS samples are applied at
a spot spacing or on a surface posing greater risk of
cross-contamination between samples due to inadvertent
solvation or other factors; or where the association of the MS
samples with the MS substrate is relatively weak. Thus, for
example, the methods disclosed herein will be found par-
ticularly useful in connection with non-capture application
techniques, wherein MS samples are not captured on the MS
substrate, such as by covalently binding to the MS substrate,
capture via strong affinity tags, and/or other modalities that
substantially immobilize or stabilize MS samples on the MS
substrate.

In some embodiments one or more quality control tests or
measurements are performed. A quality control test or mea-
surement may comprise any test, measurement, or observa-
tion for verifying that an operation or step as disclosed
herein succeeded within specified bounds and/or produced a
result conforming to a standard or tolerance of interest.
Quality control checks can be usefully employed with
respect to any operation and at any stage of the methods
disclosed herein. In particular, it may be found useful, for
example, to verify during or after the application stage that
MS samples are applied in volumes, at loci, and/or having
morphology as intended; to verify that an MS array has been
stability packaged correctly and that all components of the
stability package are present, correctly disposed, and func-
tional; that a MS array remains stable and uncontaminated
following packaging and transport; and/or that measured MS
characteristics conform to expected ranges or standards. In
some embodiments, quality control includes inspecting an
MS array after application of MS samples thereto, which
may include observing or measuring any quality control
property of interest, such as, for example, the area occupied
by an MS sample, the morphology of an applied MS sample,
the light reflective or absorptive properties of an applied MS
sample, the fluorescence properties of an applied MS
sample, the spot-to-spot variability of any property, or the
uniformity of any property over the MS array, from spot to
spot, or within a spot. In some embodiments quality control
testing may include visual inspection and/or spectroscopic
analysis of the MS array. In some embodiments it will be
found useful to include on an MS array one or more MS
samples comprising quality control standards, upon which
MS measurements may be made so as to verify the contin-
ued stability and contaminant-free state of the MS array at
the time of MS analysis. Such standards may comprise any
composition operable for MS analysis thereon and having an
MS characteristic capable of measurement; in some embodi-
ments it will be found useful to employ standards having
composition similar to MS samples and/or potentially sus-
ceptible to detectable alteration in the presence of particular
possible confounding factors. Thus, for example, in an
embodiment where cross-contamination between MS
samples due to moisture absorbance is a concern, a pair of
closely adjacent MS samples could be employed comprising
compositions having distinguishable MS characteristics and
known to be susceptible to moisture absorbance and insta-
bility therefrom, so that intermixing could be detected on
MS analysis. One or more quality control standards may be
employed to verify the integrity of the stability packaging,
such as, for example an indicator that produces a detectable
signal in the presence of moisture or a contaminant. Stan-
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dards and/or quality control checks may also be usefully
employed as appropriate to the MS analysis method used, as
will be familiar to persons of skill in the art.

In some embodiments, methods and/or apparatus are
provided for recording, maintaining, transmitting, and/or
providing access to tracking information and MS analysis
results. Useful aspects may include one or more of: assign-
ment of tracking identifiers to MS samples; recording of
descriptors of positions at which MS samples are present on
an MS array; recording the tracking identifiers of MS
samples corresponding to position descriptors; communicat-
ing tracking and/or position descriptor information to a MS
analysis provider; employing position descriptor informa-
tion in performing MS analysis and targeting particular
samples; associating MS results with particular samples
and/or their position descriptor information and/or their
tracking numbers; and/or communicating MS results with
associated tracking information to a customer or person
entitled thereto, in bulk, in response to a query including the
tracking information, or otherwise. Information may be
recorded, processed, updated, queried, and communicated in
any manner and using any modalities operable for informa-
tion processing, Information may be recorded on paper, on
portable electronic media such as a magnetic disk, optical
disk, memory card, USB memory device, or in the memory
of a computer, or in any other modality operable to store
data. Information may usefully be organized in records
and/or in a data structure that facilitates efficient searching,
updating, querying, or other operations of interest, such as,
for example, a relational database, an object-oriented data-
base, an XML or other structured record, or a table-based
database or data structure.

A data management system can be used to link index
locations of the samples on the MS substrate to resulting
spectral data. This can be achieved by generating a file
containing the positions of the samples and their relative
position and mapping this information to the spectra data
based on the relative position. In an embodiment the index
file is generated for the sample deposition and is transferred
to a computer system and upon analysis of the printed
samples at a remote location, the resulting spectral data files
are then correlated with the original index system such that
individuals can use the spectra data to obtain compositional
information on one or more indexed sample.

In an embodiment, information including tracking infor-
mation such as tracking identifiers and MS analysis results
pertaining to the corresponding MS samples may be com-
municated to a customer or other person entitled thereto by
any method and/or modality operable to transmit the desired
information, including, for example, providing a written
report; providing data on non-transitory computer readable
media; and/or providing access to a data management sys-
tem operable to respond to a query including tracking
information by outputting the MS analysis results pertaining
to the corresponding MS samples. In an embodiment a
customer may record tracking identifiers corresponding to
each MS sample in its own data system at the time of
providing the samples for applying to MS arrays, and MS
analysis results are provided on non-transitory computer
readable media in a structure and format compatible with a
customer’s data system, or in a standard structure and format
such as XML, so that the customer may readily incorporate
the MS analysis results in its own data system.

In an exemplary embodiment of a data management
system as illustrated in FIG. 14, a customer 200 selects
library samples desired to be analyzed and provides a record
375 including, for each sample, a tracking identifier and a
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sample locator, which may be any information by which the
specified sample may be located and obtained for purposes
of extracting an MS sample therefrom, such as, for example,
an identifier for accessing a specific sample in a sample
management system, or a well plate number and row/
column. In an embodiment, the sample locator may be
employed as a tracking identifier. The customer maintains
records associating each tracking identifier with the corre-
sponding library sample. MS samples are extracted from the
library samples and applied 300 to an MS substrate. A record
380 is created including, for each MS sample, the corre-
sponding tracking identifier and a position descriptor indi-
cating the position of the MS sample on the MS substrate.
The information of the record 380 is used to control a MS
instrument to select a specified MS sample for analysis. In
an embodiment, the record 380 may be included in a
non-transitory machine readable file that can be employed
directly or used to generate another file compatible with the
MS instrument. In an embodiment, the record 375 and/or the
record 380 may be stored in a data management system 235
where they may be accessed by the customer, an MS
analysis provider, or another person entitled thereto. From
performing offsite MS analysis 350, MS analysis results for
an MS sample are associated with the tracking identifier
corresponding to the MS sample in a record 385, which is
added to a data management system 235. The customer may
then submit a query 390 including the tracking identifier
corresponding to a sample of interest to the data manage-
ment system and retrieve therefrom a record 395 including
MS analysis results for the MS sample to which the queried
tracking identifier corresponds. In an embodiment, a data
management system may be implemented in any manner
and using any apparatus operable to carry out the desired
operations, such as, for example, by a computer running
database software to which records are added and from
which desired information may be queried. In an embodi-
ment, user interfaces may be provided for entering records
and/or queries and/or for displaying information. In an
embodiment, access is provided whereby a customer, MS
analysis provider, or other authorized person may access the
data management system remotely over a network, such as,
for example, a local area network, or the internet.

MS samples and MS substrates may be prepared, handled,
manipulated, combined, transformed, analyzed, and/or pro-
cessed according to any of the many methods, techniques,
best practices, guidelines, and heuristics and using any of the
devices, components, apparatus, or structures disclosed
herein or known to persons of skill in the art. The data
management methods disclosed herein may be implemented
using any operable methods and devices, in software or
hardware, using single processor systems and/or multipro-
cessor and/or distributed systems, allocating tasks among
components, software or hardware modules, and process
steps in any manner, and performing tasks in any order,
operable to carry out the disclosed tasks.

Also disclosed herein is a method of stability-packaging
a MS substrate having a plurality of MS samples applied
thereto, the method including enclosing the MS samples in
an enclosure, which may be a sealed enclosure; establishing
a contaminant-protective environment proximate to and/or
surrounding the MS samples; and protecting the MS samples
from physical contact. In some embodiments establishing a
contaminant-protective environment may include any mea-
sures and/or employment of any materials and/or compo-
nents operable to block, filter, remove, or otherwise restrict
or prevent the presence of one or more contaminating
substances in the environment proximate to the MS samples.
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Contaminating substances may include any substances
capable of altering or affecting an MS sample in a manner
posing a risk of introducing inaccuracies into a MS mea-
surement. The particular contaminating substances to be
protected against, and the degree of protection required, may
depend upon factors such as the composition of the MS
samples, the MS substrate and any coatings or matrix
present, the temperature, pressure, humidity, vibration, and
other conditions to which the stability-packaged MS
samples may be subjected, and any other factors affecting
the susceptibility of particular MS samples to alteration or
contamination. In some embodiments, contaminating sub-
stances of potential concern include moisture and/or par-
ticulates. In some embodiments establishing a contaminant-
protective environment includes establishing a substantially
dehumidified, particulate-free environment.

The MS samples may be enclosed in an enclosure as
disclosed herein or in any other manner operable to establish
or define a region proximate to and/or surrounding the MS
samples wherein a substantially dehumidified, particulate-
free environment may be established. In an embodiment, the
MS samples may be enclosed in a Mylar bag or sleeve and
the opening(s) in the bag or sleeve may be closed by heat
sealing, sonic welding, use of an adhesive, clamping, or any
other method for operable for establishing and maintaining
a seal. In some embodiments a sealed enclosure may be
provided and sealed according to any method and/or using
any materials and/or components operable to provide a
sealed compartment proximate to and/or surrounding the
MS samples.

Establishing a contaminant-protective environment proxi-
mate to and/or surrounding the MS samples may include
fully or partially evacuating an enclosure within which the
MS samples are enclosed; charging an enclosure within
which the MS samples are enclosed with a substantially
moisture-free, particulate-free gas or fluid, which may be an
inert or non-interactive gas or fluid as disclosed herein;
and/or dehumidifying and/or filtering or removing particu-
lates from a gas or fluid proximate to the MS samples. In
some embodiments, a method of packaging a MS substrate
having a plurality of MS samples applied thereto may
include disposing a desiccant or other conditioner in diffu-
sive communication with a gas or fluid proximate to or
surrounding the MS samples.

Protecting the MS samples from physical contact may
include disposing a physical barrier covering and/or proxi-
mate to the MS samples as disclosed herein, or may be
accomplished in any other manner operable to protect the
MS samples against contact with a foreign object.

Also disclosed herein is a method of packaging, according
to the disclosure hereof, an MS substrate having a plurality
of MS samples applied thereto, and dispatching the stability-
packaged MS array for off-site transport. In an embodiment,
dispatching a stability-packaged MS array for off-site trans-
port may include directing, arranging for, contracting for,
giving instructions for, or otherwise causing transport of the
stability-packaged MS array to a second location removed
from a location at which the MS array was packaged. In an
embodiment, dispatching a stability-packaged MS array for
off-site transport may include, for example, depositing the
stability-packaged MS array in the mail; sending a stability-
packaged MS array by messenger, or by a freight forwarder,
package express service, or other common carrier; or hand
carrying a stability-packaged MS array.

Also disclosed herein is a method including packaging,
according to the disclosure hereof, an MS substrate having
a plurality of MS samples applied thereto, and receiving
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information comprising a MS characteristic, determined by
MS analysis performed at an off-site location on at least one
of the MS samples.

Also disclosed herein is a method of doing business
including receiving a stability-packaged MS array from a
customer, performing MS analysis on an MS sample present
on the MS array, and communicating to the customer the
results of the analysis. In an embodiment, the method
includes performing MS analysis on an MS sample to which
analysis is targeted using a position descriptor associated
with a tracking identifier, and communicating the results of
the analysis to the customer in association with the tracking
identifier, and information regarding the identity, composi-
tion, and provenance of the analyte(s) present in the MS
sample is not provided by the customer. In an embodiment,
the method may also include any or all of applying the MS
sample to the MS substrate, stability-packaging the MS
array, dispatching the stability-packaged MS array for offsite
transport, and/or transporting the stability-packaged MS
array.

Also disclosed herein are substrates, methods, and kits
having a range of applications, and based on the ability to
detect, quantify, or isolate analyte using desorption ioniza-
tion mass spectrometry.

Provided herein in one embodiment is a substrate com-
prising a porous semiconductor treated with a fluorous
initiator and a photoactive compound, which treatment
enhances the ionization and desorption of samples deposited
on its surface thereby enhancing the detection of the sample
by desorption ionization MS analysis. The porous semicon-
ductor provided herein absorbs electromagnetic radiation
which is used to ionize the analyte that rests upon or is
adsorbed on the substrate. In one embodiment, provided
herein is a substrate comprising a porous semiconductor, a
fluorous initiator adsorbed to the semiconductor and a
photoactive compound containing a fluorous group adsorbed
to the semiconductor. In another embodiment, provided
herein is a substrate comprising a porous semiconductor, a
fluorous initiator, and a photoactive compound containing a
fluorous group. The fluorous initiator is a molecule that
adsorbs onto or coats the substrate and in certain cases,
adsorbs onto and/or coats the recesses of the porous sub-
strate, and is believed to thereby trap or sequester the analyte
that rests upon or is adsorbed on the substrate. The fluorous
initiator vaporizes upon irradiation of the substrate (for
example with a laser or ion beam) and is believed to
facilitate the desorption of the analyte.

In certain embodiments, the semiconductor is selected
from silicon, doped silicon, aluminum, polymeric resins,
silicon dioxide, doped silicon dioxide, silicon resins, gal-
lium, gallium arsenide, silicon nitride, tantalum, copper,
poly silicon, ceramics, and aluminum/copper mixtures. In
yet another embodiment, the semiconductor is selected from
silicon, doped silicon, silicon dioxide and doped silicon
dioxide. In yet another embodiment, the semiconductor is
silicon or doped silicon. In one embodiment, the semicon-
ductor is a boron-doped p-type silicon. In another embodi-
ment, the semiconductor is phosphorous doped n-type sili-
con. In yet another embodiment, the semiconductor is
arsenic-doped silicon.

As used herein in relation to porous semiconductor sub-
strates, the term “porous” means having “pores”, or having
recesses or void spaces. In certain embodiments, the
recesses are channels, wells or pits. The recesses may have
a random or ordered orientation or pattern. In certain
embodiments, the recesses or void spaces have a degree of
irregularity. The semiconductor may be rendered porous by
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any chemical and physical methods known to those of
ordinary skill in the art, including etching, drilling and
scratching. The semiconductor may be rendered porous by
other methods including sintering, lithography, sputtering,
sol-gel preparation and other methods known to those of
ordinary skill in the art. In certain embodiments, the porous
semiconductor substrate has pores having a degree of irregu-
larity mostly having a diameter of about 5 nm to about 20
nm. In certain embodiments, the porous semiconductor
substrate has pores having a degree of irregularity mostly
having a diameter of about 10 nm.

In certain embodiments, the porous semiconductor sub-
strate comprises a fluorous initiator. In one embodiment, the
fluorous initiator is a fluorous siloxane or fluorous silane. In
one embodiment, the fluorous initiator is a fluorous siloxane.
In one embodiment, the fluorous initiator is a fluorinated
polysiloxane. In one embodiment, the fluorous initiator is
selected from poly(3,3,3-trifluoropropylmethylsiloxane), bis
(tridecafluoro-1,1,2,2-tetrahydrooctyl)  tetramethyldisilox-
ane, heptadecafluoro 1,1,2,2-tetrahydrodecyl)dimethylchlo-
rosilane, bis(tridecafluoro-1,1,2,2-
tetrahydrooctyldimehtylsiloxy)-methyl chlorosilane, and bis
(heptadecafluorodecyl)tetramethyldisiloxane. In another
embodiment, the fluorous initiator is selected from poly(3,
3,3-trifluoropropylmethylsiloxane), bis(tridecafluoro-1, 1,2,
2-tetrahydrooctyl)tetramethyldisiloxane and bis(heptadeca-
fluorodecyl)-tetramethyldisiloxane. In one embodiment, the
fluorous initiator is bis(heptadecafluorodecyl)-tetramethyl-
disiloxane.

In certain embodiments, a method of preparing a porous
semiconductor substrate comprises: (1) etching the semi-
conductor to make a porous surface and (2) contacting the
porous surface with a fluorous initiator and a photoactive
compound. In one embodiment, the fluorous iniator and
photoactive compound is contacted as a mixture to the
porous surface. In yet another embodiment, the fluorous
initiator is contacted with the porous surface before the
photoactive compound is contacted with the porous surface.
In yet another embodiment, the photo active compound is
contacted with the porous surface before the fluorous ini-
tiator is contacted with the porous surface.

In certain embodiments, a method of preparing the porous
semiconductor substrate further comprises the step exposing
the substrate to acidic vapor, basic vapor or volatile com-
pounds that specifically react with certain functional groups.
Gas-phase chemical modification of the substrate before or
after sample deposition occurs in a diffusional manner that
maintains the addressability and discreteness of the samples
deposited on the surface. The exposure of the substrate to
acidic or basic vapor was found to enhance detection of the
analyte in both positive and negative mode ionization.
Exposure of the substrate to volatile reactive reagents in the
gas-phase was found to enhance the detection of classes of
compounds having specific functional groups.

In one embodiment, the acidic vapor is selected from
TFA, hydrochloric acid and sulfuric acid. In one embodi-
ment, the basic vapor is selected from ammonium hydroxide
and ammonium fluoride. In one embodiment, the volatile
compounds are compounds that selectively modify func-
tional groups selected from ketones, carboxylic acids, sug-
ars, phosphate groups, thiols and amino groups. In another
embodiment, the volatile compounds selectively modify
ketones, carboxylic acids and amino groups. In another
embodiment, the volatile compounds are selected from
0-(2,3,4,5,6-pentafluorobenzyl)hydroxylamine,  1,2-phe-
nylenediamine and methyl isothiocyanate. In yet another
embodiment, the acidic vapor, the basic vapor, or the volatile
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compounds that react with functional groups are selected
such that their ionization product does not fall within the
mass range being detected.

In one embodiment, the photoactive adsorbate is a pho-
toactive compound containing a fluorous group. In certain
embodiments, the photoactive compound is an acid which
was found to enhance the analysis of the analyte in positive
mode ionization, serving as a proton donor upon irradiation.
In certain embodiments, the photo active adsorbate contain-
ing a fluorous group is selected from (4-Bromophenyl)
diphenylsulfonium triflate, (4-Chlorophenyl) diphenylsulfo-
nium triflate, (4-Fluorophenyl)diphenylsulfonium triflate,
(4-Iodophenyl) diphenylsulfonium triflate, (4-Methoxyphe-
nyl)diphenylsulfonium triflate, (4-Methylphenyl) diphenyl-
sulfonium triflate, (4-Methylthiophenyl)methyl phenyl sul-
fonium triflate, (4-Phenoxyphenyl) diphenylsulfonium
triflate,  (4-Phenylthiophenyl)diphenylsulfonium triflate,
(4-tert-Butylphenyl)diphenylsulfonium triflate, (tert-Bu-
toxycarbonylmethoxynaphthyl)-diphenylsulfonium triflate,
1-Naphthyl diphenylsulfonium triflate, 2-(4-Methox-
ystyryl)-4,6-bis(trichloromethyl)-1,3,5-triazine, Bis(4-tert-
butylphenyl)iodonium p-toluenesulfonate, Bis(4-tert-butyl-
phenyliodonium perfluoro-1-butanesulfonate, Bis(4-tert-

butylphenyl)iodonium triflate, Boc-
methoxyphenyldiphenylsulfonium triflate,
Diphenyliodonium hexafluorophosphate, Diphenyliodo-

nium nitrate, Diphenyliodoniump-toluenesulfonate, Diphe-
nyliodonium perfluoro-1-butanesulfonate, Diphenyliodo-
nium triflate, N-Hydroxynaphthalimide triflate, N-Hydroxy-
5-norbomene-2,3-dicarboximide perfluoro-1-
butanesulfonate, Triarylsulfonium hexafluoroantimonate,
Triarylsulfonium hexafluorophosphate, Triphenylsulfonium
perfluoro-1-butanesufonate, Triphenylsulfonium triflate,
Tris(4-tert-butylphenyl)sulfonium perfluoro-1 butanesul-
fonate, Tris(4-tert-butylphenyl)sulfonium triflate and 5, 10,
15, 20-Tetrakis (pentafluorophenyl) porphyrin. In yet
another embodiment, the photoactive adsorbate is selected
from triphenylsulfonium  perfluoro-1-butanesulfonate,
N-hydroxynaphthalimide triflate and 5,10, 15, 20-tetrakis
(pentafluorophenyl) porphyrin. In yet another embodiment,
the photoactive adsorbate yields an ionization product that
does not have an ionized mass that falls within the mass
range being detected. In yet another embodiment, the pho-
toactive compound is a base. The photoactive bases were
found to improve negative-mode ionization detection by
serving as activate proton acceptors upon irradiation.

In yet another embodiment, provided herein is a substrate
comprising a porous semiconductor, bis(heptadecafluorode-
cyl)-tetramethyldisiloxane adsorbed to the semiconductor
and a photoactive compound containing a fluorous group
adsorbed to the semiconductor selected from perfluoro-1-
butanesulfonate, N-hydroxynaphthalimide triflate and 5,10,
15,20-tetrakis(pentafluorophenyl) porphyrin.

In yet another embodiment, the substrate is a thermal
insulating polymer containing thermally insulating microw-
ells designed to confine the heat from the irradiation beam
to the microwell. The thermally insulating microwell can
hold a volume of sample and confines heat to the microwells
in which the sample is contained. Thermally confined
microwells may be generated using traditional lithographic
methods in which the substrate surface is coated with
thermally insulating materials and etched to form microw-
ells.

In yet another embodiment, the substrate further com-
prises patterned electrodes, to which, after sample deposi-
tion, an electric potential may be applied thereby separating
complex sample mixtures on the surface by their electro-
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phoretic mobility, which can be further enhanced by chang-
ing pH, salt content, or applied voltages/polarity.

In yet another embodiment, provided herein is a kit
comprising a substrate comprising a porous semiconductor,
a fluorous initiator adsorbed to the semiconductor and a
photoactive compound adsorbed to the semiconductor. In
another embodiment, the kit further comprises a UV-pro-
tective container.

In embodiments, disclosed herein is a desorption/ioniza-
tion MS technology platform operable to permit label free
analysis of, for example, small molecule compounds, pep-
tides, proteins, metabolites, biomolecules, cell lysates,
whole cells, biofluids and tissues, with high sensitivity
across a biologically relevant mass range. In one embodi-
ment, the mass range being detected is from about 70 to
about 2000 Da. In one embodiment, the mass range being
detected is from about 10 to about 2500 Da. In yet another
embodiment, the mass range being detected is from about
2500 to about 50000 Da.

In certain embodiments, data acquisition is performed
using a laser desorption/ionization (LDI) mass spectrometer.
MS instruments include but are not limited to LDI-TOF,
LDI-TOF-TOF, LDI-QTOF, LDI-QQQ, LDI-IMS-TOF,
LDI-IMSQTOF, LDI-IMS-QQQ. In embodiments, instru-
ments disclosed herein are capable of analyzing high density
libraries or samples printed on the substrate provided herein.
Full n/z spectrum may be obtained for each sample or each
analyte using the instruments disclosed herein. In embodi-
ments, instruments disclosed herein are able to resolve the
masses of analytes that differ by less than 0.1 m/z. lonization
intensity may also be gathered for each analyte using the
instrumentation disclosed herein. In some embodiments, the
laser used emits in the ultraviolet range of the spectrum. In
one embodiment, the laser source is nitrogen or Nd:YAG
(frequency-tripled) laser-source.

In embodiments as disclosed herein, significant enhance-
ment in sample ionization, desorption and detection, even of
complex mixtures, can be achieved by combining low
volume deposition of sample droplets with use of the
substrate provided herein which is also designed to enhance
the ionization and desorption of the samples deposited on
the surface. This highly focused sample droplet is particu-
larly suited to the thermally-driven ionization process that
occurs on the substrate during ionization desorption. Not
wishing to be bound by theory, it is believed, nevertheless,
that upon acoustic deposition of a sample droplet, the
droplet, during flight, partially evaporates before making
contact with the substrate, and that this rapid evaporation
concentrates the analytes within the drop to metastable
concentration levels to form a highly concentrated (with
respect to the analyte concentration), focused spot which
may have a diameter comparable to the diameter of the laser
used for desorption. Such a highly concentrated spot would
be difficult or impossible to achieve by direct application of
the sample to the surface. It is further believed that because
the analyte is highly focused and concentrated within the
circumference of the ionization beam, and because the heat
intensity is greatest at the center of the beam, the number of
analytes exposed to the localized area of heat is maximized,
resulting in an increase in the number of analytes that are
desorbed and ionized upon irradiation.

Provided herein, in one embodiment, is a method for
non-contact deposition of samples in volumes ranging from
picoliter(s) to nanoliter(s) onto the substrate. The deposition
may be a continuous surface coating or have micron scale
separation. In certain embodiments, an acoustic dispenser is
used to deliver samples in the single nanoliter (nL.) to high
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picoliter (pL) range. In certain embodiments, the sample
droplet size is no larger than the width of the ionization
beam. Where the ionization beam is a laser beam having a
diameter of approximately 40 microns, the sample droplet
may be dispensed in the low nanoliter range to generate a
droplet size comparable to the diameter of the laser. In
certain embodiments, the laser diameter is from about 7 pm
to about 10 pm, in which case the sample droplet is
dispensed at a volume of from about 0.5 picoliters to about
1 nanoliter.

In embodiments, non-contact deposition is used, wherein
a manner of sample deposition is employed where no
foreign surface other than the surface of the well or container
holding the sample touches the sample during sample depo-
sition. For example, no foreign surface such as a tip, pin or
capillary device is used to transfer the sample in a non-
contact sample deposition. In one embodiment, non-contact
deposition is achieved using an acoustic liquid dispenser.
Examples of acoustic liquid dispensers are ATS-100 by EDC
Biosystems and the Echo series of liquid handlers by Lab-
cyte, Inc.

In some embodiments, a sample volume of about 1 uL. or
less is applied to the substrate using a low-volume pipette or
acoustic deposition. In some embodiments, a sample volume
of less than about 1 ul is applied to the substrate. In some
embodiments, a sample volume of about 0.1 to about 10 nL.
is applied to the substrate using acoustic deposition.

Provided herein are embodiments of a method of detect-
ing an analyte in a sample by desorption ionization mass
spectrometry, comprising the steps of (1) depositing a
sample having a volume in the picoliter to nanoliter range on
a substrate, (2) delivering radiation to said sample to cause
desorption and ionization of said sample and (3) detecting
the mass-to-charge ratio of the ionized analyte. In some
embodiments, the sample deposition step is a noncontact
deposition step. In some embodiments, the sample deposi-
tion step is performed using an acoustic liquid dispenser. In
some embodiments, the sample deposition step is performed
using an acoustic liquid dispenser and the volume deposited
is from about 1 nanoliter to about 5 nanoliters. Also provided
herein are embodiments of a method of detecting an analyte
in a sample by desorption ionization mass spectrometry,
comprising the steps of (1) depositing a sample having a
volume from about 1 nanoliter to about 5 nanoliters onto a
substrate using non-contact deposition, (2) delivering radia-
tion to said sample to cause desorption and ionization of said
sample and (3) detecting the mass-to-charge ratio of the
ionized analyte.

Also provided herein are embodiments of a method of
detecting an analyte in a sample by desorption ionization
mass spectrometry, comprising the steps of (1) depositing a
droplet of sample, (2) delivering radiation to said sample to
cause desorption and ionization of said sample, and (3)
detecting the mass-to-charge ratio of the ionized analyte. In
some embodiments, the sample has a volume in the range of
about 1 to about 5 nanoliters. In some embodiments, the
radiation is from a laser source. In some embodiments, the
laser source is an ultraviolet pulse laser source. In some
embodiments, the ultraviolet pulse laser is a 337 nm pulsed
nitrogen laser. In some embodiments, the laser source is a
Nd:YAG (neodymium-doped yttrium aluminium garnet)
laser source. In yet another embodiment, the laser source is
a Nd: YAG laser source. In some embodiments, the radiation
is from an ion beam source. In some embodiments, the ion
beam is comprised of ions selected from the group consist-
ing of Bi;+, Bi+, Au+ and Ga+.
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One of the challenges of working with label-free samples
or libraries printed on surfaces (such as the substrates
provided herein) is that such label-free samples or libraries
are usually not detectable, using optical methods or other-
wise, and therefore locating or identifying significant fea-
tures and aligning features between different substrates for
comparison purposes is extremely difficult. One analytical
approach to circumvent the problem is to use clustering
and/or dimension reduction techniques to elucidate signifi-
cant features or attributes from the collective data rather than
identifying or analyzing discrete data points. Provided
herein is a method of analyzing the spectral data and
elucidating significant features or distinct attributes from the
data using an algorithm comprising the following steps: (1)
gathering all spectral data obtained from a surface or mul-
tiple surfaces, which are treated as independent measure-
ments (2) identifying valid peaks in all spectra (using
well-established peak detection methodologies such as
wavelet-based spectral decomposition) and aligning them to
a common axis to correct for slight peak shifts that may
occur due to differences between substrates or differences
between different areas of the same substrate, (3) normal-
izing aligned peaks to correct for overall signal intensity
variation between individual spectra (for example using a
global median intensity, total intensity, mean intensity, local
median intensity or other applicable measures) (4) perform-
ing clustering analysis using one or more well established
clustering and/or dimension reduction methods (for
example, k-means clustering, singular value decomposition,
multidimensional scaling, principle components analysis,
self-organizing maps, learning algorithms or others) and (5)
identifying a significant feature or distinct attribute (such
feature or attribute may be, for example, compounds within
a library with differing activity and/or mode of action,
different cellular phenotypes within a library of cells or a
cell-based screen, different organism phenotypes within a
library of whole-organisms or an organism-based screen,
different regions of cellular activity within a tissue on a
surface, and/or enzymes with differing activity). The method
may further comprise the step of mapping the statistically
significant sets of features or attributes back to one or more
regions on the original surface that contained the samples or
libraries.

The foregoing method is useful in metabolomic or pro-
teomic studies, in which the metabolite profile or the protein
profile of a cell, cell compartment, tissue or organism may
be analyzed to generate a profile or fingerprint, of a disease
state, for example, where the sample is obtained from a
disease-specific cell line, diseased tissue or diseased organ-
ism. For example, a metabolite profile or fingerprint from a
diseased specimen may be compared to a metabolite profile
of a healthy specimen. Any detected increase or decrease in
activity of a particular metabolic pathway or pathways could
help identify the biological processes underlying a disease.
Similarly, protein profiling of a disease state could lead to
the identification of useful biomarkers for the disease. The
metabolic or protein profile that is generated, in combination
with the data analysis method disclosed above, may also be
used to diagnose or classify diseases. Such a profile could be
used to classify or define a disease at the molecular level and
may permit early diagnosis, early treatment and personal-
ized treatment of the disease based upon the profile.

The substrates, methods and kits provided herein may be
used as tools in biomedical and biomolecular research. The
substrates, methods and kits provided herein may be used to
perform compound library analysis, enzymatic assay, cell
based assay, drug distribution study, tissue profiling, tissue
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imaging, metabolic profiling studies, protein profiling stud-
ies, biofluid analysis, drug metabolite analysis and drug
testing. The substrates, methods and kits provided herein
have industrial applications, including the research and
development of industrial enzymes and bacteria.

EXAMPLES
Example 1

The miniaturization of library samples was accomplished
by acoustically applying 1 nlL droplets from cellulose assay
samples stored in multi-well microtiter plates to a MS
substrate. FIG. 7 is an optical microscopic image of a portion
of the resulting acoustically printed array. Here samples that
were 1 mm apart in 3 mm high wells are transformed into an
MS array that is 0.18 mm apart and 0.5 mm high (the
thickness of the MS substrate), a more than 30-fold densi-
fication.

Example 2

An alpha-amylase enzyme was incubated with two starch
sources, potato amylose and corn amylopectin diluted in 20
mM sodium acetate buffer in a standard 96-well microtiter
plate. The enzyme reaction was run for 90 minutes at 95 C
in an incubator. After 90 minutes, the enzyme reaction was
quenched with methanol 1:1 (vol:vol).

6 L. of quenched reaction mixture was transferred from
the 96-well plate to a 1536-well film-bottom microtiter
plate. The 1536-well plate was mounted to the source stage
of an EDC ATS-100 acoustic liquid transfer system. A
silicon mass spectrometry chip was mounted to a SBS
format carrier frame, compatible with a Bruker laser des-
orption/ionization mass spectrometer, and containing fidu-
cial marks for alignment, then mounted active-side down in
the target stage of the EDC ATS-100 such that the active side
of the mass spectrometry chip was 2 mm above the 1536-
well source plate on the source stage. A plurality of samples
was printed acoustically from the source plate onto the mass
spectrometry chip as a rectangular array of 20 nl. drops with
a center-to-center spot pitch of 400 microns and all positions
relative to the fiducial marks.

The printed mass spectrometry chip attached to the SBS
carrier frame was covered with a plastic protective cover to
prevent physical damage. A non-leaching, dust-free desic-
cant cartridge was attached to the bottom of the carrier frame
with an attachment clip on the back of the carrier. A Mylar
sleeve was placed over the entire apparatus and heat sealed
at one end. The open end of the Mylar sleeve was placed in
a vacuum sealer to evacuate the interior of the Mylar sleeve,
then heat sealed. The entire apparatus was then placed in an
envelope and shipped from San Diego, Calif. to Fremont,
Calif. via air cargo.

Mass spectrometry data acquisition was performed at the
remote analysis facility. The SBS carrier frame containing
the printed sample array mass spectrometry chip was
removed from the Mylar sleeve and desiccant cartridge
removed from the attachment clip and it was found that the
shipping container had preserved the physical integrity of
the array during transport. Analysis of the chemical com-
position at the remote facility was performed using a Bruker
laser desorption/ionization mass spectrometer. The fiducial
marks enabled registration of the sample. The first position
of the sample array was taught to the mass spectrometer
target stage relative to the same fiducial marks used for
acoustic sample deposition, enabling data acquisition to be
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performed on a per-spot basis where each mass spectrum
contained a row/col ID in the data file header. The position
of'each acquired mass spectrum was recorded and correlated
to the sample 1D at each specific location. Data was made
available in digital format for facile remote access by the
customer via the internet. FIG. 8 shows an enzyme assay
mass spectrum acquired from a specific position on the
spatially encoded amylase enzyme array after storage/trans-
port.

Example 3

96 urine samples, some of which contain illicit drug
metabolites, were mixed 1:1 (vol:vol) with acetonitrile con-
taining 0.1% trifluoroacetic acid in a 96-well plate with each
extraction mixture in a separate well.

6 ul of the extraction mixture was transferred to a
1536-well film-bottom microtiter plate. The 1536-well plate
was mounted to the source stage of an EDC ATS-100
acoustic liquid transfer system. A silicon mass spectrometry
chip was mounted to a SBS format carrier frame compatible
with a Bruker laser desorption/ionization mass spectrometer
containing fiducial marks for alignment, then mounted
active-side down in the target stage of the EDC ATS-100
such that the active side of the mass spectrometry chip was
2 mm above the 1536-well source plate on the source stage.
96 samples were printed acoustically from the source plate
onto the mass spectrometry chip as a rectangular array of 10
nl. drops with a center-to-center spot pitch of 400 microns
and all positions recorded relative to the fiducial marks.

The printed mass spectrometry chip was packaged as
described in Example 2 and stored for four days at =20 C
before analysis. The entire apparatus was then placed in an
envelope and shipped from San Diego, Calif. to Fremont,
Calif. via ground transportation.

The SBS carrier frame containing the printed sample
array mass spectrometry chip was removed from the Mylar
sleeve and desiccant cartridge removed from the attachment
clip. The entire frame was inserted into a Bruker laser
desorption/ionization mass spectrometer. The first position
of the sample array was taught to the mass spectrometer
target stage relative to the same fiducial marks used for
acoustic sample deposition. Data acquisition was performed
on a per-spot basis where each mass spectrum contained a
row/col ID in the data file header. Data was delivered to the
customer via a portable USB memory stick.

FIG. 9 shows a spatially encoded transportable urine sample
analysis with mass spectrometry.

FIG. 10 shows a mass spectrum obtained from a specific
urine sample on the spatially encoded array after storage/
shipping.

Example 4

Human liver microsomes (HLMs) expressing the
CYP2D6 enzyme were incubated with 10 uM dextrometho-
rphan for 7 minutes at 37 C in 25 mM potassium phosphate
buffer containing 1 mM NADPH, 2 mM MgCl and 700 nM
of isotope labeled dextrorphan internal standard used for
calibration and quantitation. After 7 minutes, the reaction
was quenched with acetonitrile 3:1 (vol:vol).

6 uL of the quenched reaction mixture was transferred to
a 1536-well film-bottom microtiter plate and centrifuged for
5 minutes at 200xg. The 1536-well plate was mounted to the
source stage of an EDC ATS-100 acoustic liquid transfer
system. A Bis-F17 coated NIMS mass spectrometry chip
was mounted to a SBS format carrier frame compatible with
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a Bruker laser desorption/ionization mass spectrometer con-
taining fiducial marks for alignment, then mounted active-
side down in the target stage of the EDC ATS-100 such that
the active side of the mass spectrometry chip was 2 mm
above the 1536-well source plate on the source stage. 96
samples were printed acoustically from the source plate onto
the mass spectrometry chip as a rectangular array of 15 nl,
drops with a center-to-center spot pitch of 400 microns and
all positions relative to the fiducial marks. In this manner the
sample was printed as a miniaturized spatially encoded
sample array on a mass spectrometry surface after which it
was stability-packaged as described in Example 2 and stored
for two weeks at -20 C before analysis. The stability-
packaged sample arrays were placed in an envelope and
shipped via air from San Diego, Calif. to Hartford, Conn. for
mass spectrometry data acquisition. Mass spectrometry data
acquisition was performed such that the location of each
acquired mass spectrum was recorded and correlated with
sample ID on the spatially encoded sample array. Data was
delivered to the customer remotely via the internet. FIG. 11
shows a mass spectrum obtained from a specific drug
toxicity assay sample on the spatially encoded array after
storage/shipping, showing the correct exact mass peak 480
for this compound and the internal standard, 2H3-dextror-
phan 490.

Example 5

A 1536-well plate of drug candidate molecules dissolved
in DMSO and diluted to 40 uM concentration was printed
using an EDC ATS-100 acoustic transfer system onto a mass
spectrometry surface as a spatially encoded array according
to the method described in Example 2. 96 samples were
printed acoustically from the source plate onto the mass
spectrometry chip as a rectangular array of 2 nLL drops with
a center-to-center spot pitch of 400 microns and all positions
relative to the fiducial marks. The mass spectrometry surface
stability-packaged as described in Example 2 and preserved
for 3 days. The stability-packaged array was shipped from
San Diego, Calif. to Fremont, Calif. by air cargo for mass
spectrum data acquisition. The SBS carrier frame containing
the printed sample array mass spectrometry chip was
removed from the Mylar sleeve and desiccant cartridge
removed from the attachment clip. The entire frame was
inserted into a Bruker laser desorption/ionization mass spec-
trometer. The first position of the sample array was taught to
the mass spectrometer target stage relative to the same
fiducial marks used for acoustic sample deposition. Tandem
mass spectrometry data acquisition was performed on a
per-spot basis where each mass spectrum contained a row/
col ID in the data file header. Parent and tandem mass
spectra were acquired from each sample such that the spatial
location of the parent and tandem mass spectrum were
recorded and correlated back to a specific sample ID. Data
was delivered to the customer remotely via the internet. FIG.
12 shows a tandem mass spectrum obtained from a specific
drug molecule sample on the spatially encoded array after
storage/shipping.

Example 6

Integration of acoustic printing and MS analysis registra-
tion systems at the time of printing. Here sample registration
on an MS array was maintained between the point of
printing and the point of mass spectrometry readout so as to
facilitate tracking of MS sample positions, with three or
more fiducial markers being used for alignment. MS sub-
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strates were mounted in a machined steel frame designed to
hold up to two chips. The frame has SBS dimensions for
robotic handling compatibility. Fiducial points were posi-
tioned at each of the four corners of the frame, and each chip
mounting position has an indexed corner that the upper left
corner of the mass spectrometry chip is placed tightly
against. The four fiducial points on the frame are used as
spatial reference points for acoustic array printing on the
mass spectrometry chips mounted to the frame. For mass
spectrometry readout, the frame is mounted to a target plate
compatible with the particular mass spectrometer being
used. The same four fiducial points on the frame are then
used to program the X-Y axis of the mass spectrometer so
that the X-Y origin matches that used during acoustic
printing using an EDC ATS-100. At the time of printing a
GAL (Genepix Array List) file is generated, which is not a
standard output for acoustic transfer systems but was
adapted for use. A MS plate map was computed from the
GAL file and written to a file in a format compatible with the
mass spectrometer stage software. This plate map file
defined the center of each array spot relative to the X-Y axis
origin, and may include the diameter of each spot. By
calibrating the mass spectrometer stage to the same X-Y axis
origin as was used during printing, and subsequently defin-
ing each array spot center relative to that same X-Y axis
origin, spot registration was maintained throughout printing,
transport, storage, and acquisition. The tracking identifier of
each spot was also stored in the GAL file at the time of
printing, and also recorded in the generated MS plate map
file. As a result, the desired outcome was achieved: each
sample spot spectrum was found to contain the 1) location
(X, y coordinate) on the array and 2) the unique sample 1D,
and 3) the raw mass spectrum contained within the spot
spectrum metadata file generated by the MS instrument at
the time of acquisition.

Example 7

Samples are applied by acoustic printing to a sample-
accepting surface of an MS substrate. Because acoustic
printing is affected by changes in the speed of sound through
the sample media, an initial calibration step was performed
when printing a new sample composition. (This calibration
can be utilized during future acoustic printing of the same/
similar sample composition.) The calibration process was
performed by starting with low acoustic emission energy
and increasing that energy step-wise to high acoustic emis-
sion energy. At each emission energy, the ejected droplet
volume was calculated by emitting an echo wave that does
not eject a droplet but instead reflects off of the sample
meniscus. From the time between echo wave emission and
reflection (the acoustic transducer also acts as a receiver),
given the sample reservoir/well geometry, the ejected drop-
let volume was calculated. Finally the calibration curve is
generated by plotting the acoustic wave emission energy vs.
the ejected droplet volume.

Once the calibration curve for a specific sample compo-
sition has been generated, the curve is then used to acous-
tically eject a specific volume of 1 nl. of sample onto the
mass spectrometry chip to produce a high-density array
consisting of nanoliters/picoliters of a plurality of samples.
A sample source plate, typically a 96, 384, or 1536-well
film-bottom microtiter plate, was mounted to the source
stage of an EDC ATS-100 acoustic liquid transfer system
with the top (open side of wells) of the plate facing up. The
mass spectrometry chip is mounted to an SBS format carrier
frame, and the mounted chip is then mounted in the target
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stage of the EDC ATS-100 above the sample source plate
such that the active surface of the chip was facing down
towards the top of the source plate, with the active surface
approximately 2 mm above the source plate. This second
stage to which the mass spectrometry chip is mounted
moves independent from the sample source plate stage. The
acoustic printer was then programmed to position a specific
source well over the acoustic horn, and in parallel the chip
stage positions the mass spectrometry chip over the selected
source well such that the desired array spot placement
position was centered over the opening of the source well.
Then the acoustic horn was programmed to emit an acoustic
pulse to eject a droplet of typically 1 nanoliter from the
source well onto the mass spectrometry chip. If more
material was required on the array spot, additional droplets
are ejected without moving the source plate or the mass
spectrometry chip (replicate-on-drop printing). Additionally,
other samples/reagents could have been printed from a
different source well to the same array spot to perform
chemistry, add internal standards, or enhance detection.

This process was repeated for a plurality of samples to
produce a high-density array of many samples on a mass
spectrometry chip resulting in array densities of 100-800
micron center-to-center spot pitch.

Example 8

N-Desethylamodiaquine was diluted to 1 mM in 20 mM
potassium phosphate buffer with 700 nM D(5)-N-desethyl-
amodiaquine internal standard, then mixed 1:1 (vol:vol)
with a solution of 97% water 3% acetonitrile and 0.1%
trifluoroacetic acid. The resulting mixture was transferred to
a 1536-well microtiter plate with a film-bottom compatible
with acoustic sample printing. An array of 2 nlL sample
droplets was transferred to an MS substrate and allowed to
dry. The MS substrate was analyzed in San Diego, Calif. on
a Bruker Autoflex mass spectrometer within 4 hours of
sample deposition. The resulting spectrum, shown in FIG.
15A, includes peaks corresponding to N-Desethylamodia-
quine 500 and the internal standard 505. The MS substrate
was then packaged in an environmentally controlled cham-
ber consisting of a plastic holder to hold the substrate in
place and to protect it from physical contact and a dehy-
drating cartridge just outside the plastic holder. These were
then placed in a mylar film bag that was then evacuated with
vacuum and heat sealed with a hot-strip. This sealed appa-
ratus was shipped via ground transport to Fremont, Calif.
Upon arrival in Fremont, Calif., the MS substrate was
removed from the packaging for subsequent analysis. A
second mass spectrum was acquired from the same sample
array using a Bruker Ultraflex mass spectrometer. The
resulting spectrum is shown in FIG. 15B and again includes
peaks corresponding to N-Desethylamodiaquine 510 and the
internal standard 515.

Example 9

An assay screen of starch digestion enzymes was per-
formed. At a customer site, the reaction mixtures, including
internal standards, were acoustically printed using a EDC
Biosystems ATS acoustic printer, in an array of 800 um spot
pitches, onto an electrochemically etched (using hydrofiu-
oric acid) porous silicon 75 mm by 25 mm mass spectrom-
etry chip coated with a thin film, secured in an SBS format
chip holder for compatibility with the instrument. More than
6000 spots were printed, including at least 4 replicates of
each of more than 1500 samples. The samples included more
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than 100 unique enzyme variants under 3 different condi-
tions and time points of 0, 1, 12, 24, and 48 hours. Each spot
was printed 4 times, spot on spot, at 5 nL. to provide a sample
volume of 20 nl. per spot. A positional file was also
produced at the customer site to relate spot location to a
sample ID for each spot. The positional file included array
identification information, barcode, and layout information
including number of blocks, first spot offset position, num-
ber of rows and columns, and spot center to center distance
(pitch); as well as spot specific information including, for
each spot, block, row, column, sample identifier, and three
experiment description parameters. Samples were blinded
by using arbitrarily assigned numbers as sample identifiers,
with the identity of the enzyme variants in each sample
remaining under the exclusive control of the customer.
The chip containing the array of samples was then pack-
aged into a chip case (Electron Microscopy Services Plastic
Single Slide Mailer Cat#71552-01). The chip case, contain-
ing the chip, was then placed into a mylar bag and the mylar
bag was evacuated and sealed to hold a vacuum state within
the bag. The bag, containing the chip and chip case, were
then transported from the customer site approximately 2
miles to an off-site mass spectrometry facility. The chip was
then un-packaged, placed onto a mass spectrometry chip
holder in the same orientation as used during printing,
loaded into a mass spectrometer. The positional file was
electronically transported to the mass spectrometry site. The
positional file was converted to a mass spectrometry posi-
tional file and loaded onto the mass spectrometer. The chip
was positioned manually to the first spot to ensure correct
register. The mass spectrometer then collected the data from
the samples on the chip assigning the appropriate sample 1D
to the mass spectra according to the positional file informa-
tion. These results were analyzed and presented to the
customer. FIG. 16 shows a sample spectrum for one of the
blinded samples, with a peak 520 corresponding to the
analyte and demonstrating detection of the internal standards
at m/z values of approximately 199 (tacrine 525), 1046
(angiotensin II 530), and 1060 (bradykinin 535).

Example 10

(In Examples 10 through 14, mass spectrometry was
performed on Applied Biosystems 5800 TOF-TOF. Acoustic
dispensation was performed using ATS-100 from EDC Bio-
systems.)

Substrates were prepared as follows: P-type silicon wafers
were cut to the desired dimensions and cleaned with ethanol
followed by methanol and dried with a nitrogen gas stream.
The silicon substrate was etched by acidic electrochemical
etching for 30 minutes in a solution of 25% hydrofluoric acid
in ethanol and a constant current of 300 mA. After etching,
the silicon substrate was rinsed with water, then methanol
and dried with a nitrogen gas stream and baked for 15
minutes at 100° C. A thin layer of bis(heptadecatluorode-
cyl)-tetramethyldisiloxane initiator solution containing one
or more of the photoactive additives N-hydroxynaphthalim-
ide triflate (500 uM), triphenylsulfonium perfluoro-1-bu-
tanesufonate (500 uM) or 5,10,15,20-tetrakis(pentatluoro-
phenyl) porphyrin (25 mM) were then added to the substrate
for one hour, after which excess initiator was removed with
a high flow stream of nitrogen gas. Either before or after
sample deposition on the substrate, the surface was further
modified with gas phase treatment using one of the follow-
ing reagents: trifluoroacetic acid vapor, hydrochloric acid
vapor, ammonium hydroxide vapor, ammonium fluoride
vapor, 0-(2,3,4,5,6-pentatluorobenzyl)hydroxylamine vapor,
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1,2-phenylenediamine vapor, or methyl isothiocyanate
vapor. The substrate can be stored for many weeks in a dry
environment/chamber without loss of performance.

FIG. 17 is a spectral comparison of blood sample detected
on a substrate with (bottom spectra) and without (top
spectra) photoacid treatment of the substrate. The photoacid
treatment significantly enhances the number of peaks
detected.

FIG. 18 is tissue imaging of a mouse brain slice with and
without photoacid treatment. The top half of the brain slice
was treated with photoacid and shows significant enhance-
ment of signal compared to the bottom half of the sample
that was not treated with photoacid.

Example 11

High through put analytical characterization of chemical
libraries was carried out. 1280 compounds from a small
molecule library were deposited on the substrate described
in Example 10. The compounds had an initial concentration
of 10 mM in ~70% DMSO/water. The compounds were
diluted thirty-fold from a 384-well acoustic source plate to
a 1536 well acoustic source plate in 50% DMSO/water. The
plate was centrifuged at 1500 rpm for 3 minutes to remove
air bubbles and seat the liquid on the bottom of each well.
The acoustic source plate was then placed in the acoustic
dispenser and about 0.8-1 nLL of each well was spotted onto
the substrate in a direct one-to-one transfer maintaining the
same well layout.

In a similar manner, a 100-fold dilution was tested as well
as 200-fold dilution. In the 200 fold dilution test we trans-
ferred 40 nL. of the 10 nM solution to a 1536 well acoustic
source plate. 7.960 pL. of a 50% DMSO/water 1% TFA
solution was added to each well and the plate was treated in
a similar manner as above and spotted onto our proprietary
chip in a direct one to one transfer keeping the same well
layout.

Data acquisition was performed using an Applied Bio-
systems 5800 TOF-TOF laser-desorption/ionization (LDI)
mass spectrometer equipped with an Nd: YAG laser fired at
400 Hz and 1500-4000 laser power.

FIG. 19 shows the intensity map of the spectral data for
each compound analyzed at 30-fold dilution and example
spectra that are generated for each compound screened. The
generally consistent intensity of the peaks indicates consis-
tency of ionization of compounds.

Example 12

Metabolic profiling of drug activity in single cells was
performed. Burkitt’s lymphoma-derived cells (Raji cells)
were either untreated or treated with 50 pM rapamycin for
1 hour at 37° C. A sparse population of these cells were
deposited with a pipette on the substrate at a volume of 0.50
pL with less than 100 cells contained within the spot. The
surface was analyzed with scanning laser desorption mass
spectrometry to produce a spectrum at each pixel scanned.

FIG. 20 shows the spectra obtained from a treated sample
overlaid with spectra obtained from an untreated sample.
The drug (m/z 936.54 (M+H") was detected in treated cells
but not in the untreated sample.

Example 13
High-throughput liver metabolite profiling of genetic

knockout mice was performed. Livers dissected from
PNPLA3-knockout and wild type mice were each desiccated
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then ground to a fine homogenized powder. I mg of the
powder was dissolved in 40% methanol, 10% chloroform
and 50% water and sonicated for 5 minutes. The samples
were then centrifuged at 2,000 g and the supernatant col-
lected. 4 ul. of each liver extract sample was transferred
from the spiked source wells to an acoustic 1536 well plate
in a 6x6 square. Yellow food coloring was prepared (300 pL.
to 25 ml. 75% methanol/water) and added to the acoustic
source plate as an index along one outlying row and one
outlying column to mark the orientation of the substrate. The
silicon substrate described in Example 10 was spotted in 5
nl. volumes in an addressable format, in 12 multiplets to
make an 18x24 spot grid with an outer edge of dye along the
right side and on the bottom for orientation in the mass
spectrometer instrument. The samples were analyzed with
both positive and negative mode mass spectrometry across
the 100-1000 m/z range. Using the data analysis algorithm
described herein, the raw mass spectrometry data was pro-
cessed to identify significant peaks and their location on the
substrate—which corresponds to either a wild-type or
knockout liver extract.

FIG. 21 shows the metabolic profile spectrum of a
PNPLA3-knockout mouse liver extract overlaid with the
metabolic profile spectrum from the wild type liver extract
showing significant metabolic profile differences.

Example 14

Chemical library screening using whole-organism
zebrafish was performed. 96 wells containing one, two or
three zebrafish at the Prim-15 stage of development were
treated with compounds from a small molecule library at 10
UM concentration for 1 hour. After 1 hour, growth media was
drawn off and 150 pL. of methanol was added to the wells
and the samples were flash frozen and stored at -80° C.
Frozen samples were sonicated in an ice water bath for 15
minutes and further homogenized with repeated pipetting
cycles within the wells and the well plates were spun down.

4 uL of the zebrafish sample extracts in 90% methanol/
chloroform were carefully decanted off the top of the well
and placed in a 384 well acoustic source plate in a 10 by 10
grid. The outer columns and wells were filled with a dilute
food coloring to form a 12 by 12 grid. The plate was then
“stamped” into a 1536 well plate with 4 replicates using a
Janus 384 well head liquid handler. The plate was centri-
fuged at 1500 rpm for 3 minutes to remove air bubbles and
seat the liquid on the bottom of each well.

The acoustic source plate was then placed in the acoustic
dispenser and approximately 1 to about 5 nlL of each well
was spotted onto the substrate described in Example 10 as a
24 by 24 grid with a spot area of approximately 0.008 mm?.
Spectra from the array spots were acquired using positive
and negative mode mass spectrometry and raw data analysis
was performed using the data analysis algorithm described
herein.

FIG. 22 shows the metabolic profile of a zebrafish sample
treated with a library compound. The sample was analyzed
for detection in the 100 to 1,000 m/z range, and the spectrum
was obtained in positive ionization mode. Another spectrum,
not shown, was obtained in negative ionization mode.

FIG. 23 shows an intensity map of a selected metabolite,
phosphocoline, detected in the whole organism compound
library screen in zebrafish. Each sample represents the
phosphocoline detected in a zebrafish organism incubated
with a compound from a library.

FIG. 24 shows the cluster analysis of the zebrafish array
in which the spectral profile obtained from the array is
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clustered using the algorithm described herein. Distinct
groups of cellular or metabolic activity could be distin-
guished from background or background activity.
Concluding Matter

Aspects and/or embodiments of the disclosure hereof
include, without limitation and by way of example, any of
the following, singly or in any operable combination:

In an aspect, there is provided a stability-packaged mass
spectrometric (MS) array including a MS substrate having a
plurality of MS samples applied thereon, an enclosure
surrounding the MS samples, an environmental control
system, and a protective barrier isolating the MS samples
from physical contact.

In an aspect, a stability-packaged MS array includes a
miniaturization of a sample library or subset thereof, and the
packaging volume occupied by the MS samples and MS
substrate is less than about Y1000 the packaging volume of the
sample library or subset thereof from which the MS samples
were miniaturized.

In an aspect, a stability-packaged MS array includes MS
samples located in a trackable position.

In an aspect, a stability-packaged MS array includes a
sealed enclosure.

In an aspect, a stability-packaged MS array includes an
enclosure that is fully or partially evacuated.

In an aspect, a stability-packaged MS array includes at
least one of the MS samples immersed in a non-interactive
gas or fluid, which may be a gas selected from: ultra-high
purity (UHP) nitrogen, argon, or an inert gas.

In an aspect, a packaged MS substrate includes an envi-
ronmental control system disposed and configured to con-
dition an aspect of the environment proximate to the MS
samples selected from the temperature, the humidity, the gas
or fluid composition, or the particulate content, and may
include a desiccant or humidity control device and/or a
contaminant-suppressant composition or package and indi-
cate adverse conditions during shipping.

In an aspect, a stability-packaged MS array includes at
least one MS sample present in a quantity insufficient for
NMR determination of the precise chemical structure of the
MS sample.

In an aspect, a stability-packaged MS array includes MS
samples disposed on an MS substrate at a center-to-center
distance of less than about 500 microns, and/or at a volume
less than about 500 nL.

In an aspect, a stability-packaged MS array includes at
least one MS sample disposed on the MS substrate at an
analyte concentration of less than about 10 mg/mlL..

In an aspect, a stability-packaged MS array includes at
least one MS sample disposed on the MS substrate at an
analyte concentration of less than about 1 ng/mlL..

In an aspect, a stability-packaged MS array includes at
least one MS sample disposed on the MS substrate at an
analyte concentration of less than about 1 fg/ml..

In an aspect, a stability-packaged MS array includes at
least one MS sample including analyte molecules having
mass less than about 3,000 Daltons.

In an aspect, a stability-packaged MS array includes at
least one MS sample including analyte molecules having
mass less than about 30,000 Daltons.

In an aspect, a stability-packaged MS array includes at
least one MS sample including analyte molecules having
mass less than about 300,000 Daltons.

In an aspect, a stability-packaged MS array includes at
least one MS sample including molecules conforming to
Lipinski’s Rule of Five.
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In an aspect, a stability-packaged MS array includes at
least one MS sample including an analyte selected from:
animal metabolites, human metabolites, microbial metabo-
lites, plant metabolites, or drug metabolites, and/or derived
from a source selected from: urine, blood, cerebrospinal
fluid, or tissue.

In an aspect, a stability-packaged MS array includes MS
samples that are not captured or covalently bound to the MS
substrate.

In an aspect, a stability-packaged MS array includes MS
samples that are blinded and/or present in quantities below
the threshold for practicable NMR determination of struc-
ture.

In an aspect, a MS substrate is mounted in a mounting
frame.

In an aspect, a MS substrate or mounting frame includes
a fiducial mark.

In an aspect, a MS substrate or a mounting frame in which
it is mounted has dimensions compatible with a standard
SBS footprint or a standard microscope slide footprint.

In an aspect, a stability-packaged MS array includes a
quality control standard.

In an aspect, a MS substrate includes a sample-accepting
surface selected from: a conductive surface, a stainless steel
surface, a semiconductor surface, a silicon surface, an etched
silicon surface, a liquid coated silicon surface, a glass
surface, a plastic surface, or a gold surface.

In an aspect, a stability-packaged MS array includes a
barrier configured and disposed to protect the MS samples
thereon from exposure to light.

In an aspect, there is provided a method of packaging a
MS substrate having a plurality of MS samples applied
thereto, the method including enclosing the MS samples in
an enclosure, establishing a substantially water-vapor-free,
particulate-free environment proximate to the MS samples,
and protecting the MS samples from physical contact.

In an aspect, a method includes packaging a MS array
according to the disclosure hereof and dispatching the
packaged MS array for offsite transport.

In an aspect, a method includes receiving information
including a MS characteristic of at least one of the MS
samples determined by a MS analysis performed at an offsite
location.

In an aspect, a method includes packaging an MS array in
an enclosure and fully or partially evacuating the enclosure
and/or disposing an inert gas or fluid within the enclosure
and/or disposing a desiccant in diffusive communication
with a gas or fluid proximate to the MS sample.

In an aspect, there is provided a method of using a
stability-packaged MS array which may include any one or
more of: dispatching the stability-packaged MS array for
offsite transport; receiving the stability-packaged MS array
at a location offsite from the location at which MS samples
were applied to the MS array; removing the MS array from
its packaging; using the stability-packaged MS array for
performing offsite MS analysis; using the stability-packaged
MS array for engaging in the business of performing offsite
MS analysis for customers; recording data or results of
offsite MS analysis performed on the MS array; communi-
cating data or results of offsite MS analysis performed on the
MS array; receiving data or results from offsite MS analysis
performed on the MS array; and/or analyzing data or results
from offsite MS analysis performed on the MS array.

In an aspect, there is provided a data management system
for offsite MS analysis including a plurality of MS data
records each including a tracking identifier and an MS
characteristic determined by offsite MS analysis of an MS
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sample with which the tracking identifier is associated, and
a data store in which the plurality of MS data records are
stored and operable for retrieving data stored therein asso-
ciated with a tracking identifier.

In an aspect, a data management system includes a user
interface disposed and configured to obtain input of a query
including a tracking identifier, transmit the tracking identi-
fier to the data store, and receive and communicate to a user
data retrieved from the data store associated with the track-
ing identifier.

In an aspect, a data management system includes a data
store selected from: a relational database, an object-oriented
database or data structure, a no-SQL database, a cloud-based
data storage utility, an XML or SGML-based data structure,
a JSON data structure, a flat file; or a spreadsheet file.

In an aspect, a data management system includes MS data
records in a format operable for merging with a data store of
a customer entitled to the results of an offsite MS analysis.

In an aspect, there is provided a non-transitory machine-
readable medium having data written thereon including a
plurality of MS data records, each MS data record including
a tracking identifier and an MS characteristic determined by
offsite MS analysis of an MS sample with which the tracking
identifier is associated.

In an aspect, a non-transitory machine-readable medium
has data written thereon in a format operable for merging
with a data store of a customer entitled to the results of an
offsite MS analysis.

In an aspect, a method includes any or all of: at a loading
site, preparing a MS array by applying MS samples to
trackable loci on a MS substrate by non-contact deposition,
associating with the trackable loci tracking identifiers cor-
responding to the MS samples applied thereto, packaging
and transporting the MS array, performing at an MS analysis
site that is offsite from the loading site a MS measurement
to determine a MS characteristic of at least one of the MS
samples, and, in a record, associating the MS characteristic
of the at least one MS sample with the tracking identifier
corresponding to the at least one MS sample.

In an aspect, a method includes protecting MS samples
applied to an MS array against alteration.

In an aspect, protecting MS samples against alteration
may include protecting the MS samples against contami-
nants, moisture, particulates, and/or changes in hydration;
fully or partially enclosing the MS samples within an
enclosure that is fully or partially impervious to a substance
selected from: a particulate, a gas, a vapor, or an aerosol;
packaging the MS array in a package including a physical
barrier disposed to establish a gap between the MS samples
and the physical barrier; and/or packaging the MS array in
a package including an environmental control system.

In an aspect, applying a plurality of MS samples to
trackable loci on a MS substrate includes a method of
application selected from: non-contact deposition, acoustic
deposition, contact printing, piezo printing, pipette printing,
or ink jet printing.

In an aspect, a method includes measuring or observing a
quality control property of the MS substrate or an MS
sample thereon.

In an aspect, a method includes analysis of MS samples
obtained from a sample library where the library is not
accessible at the MS analysis site.

In an aspect, a method includes MS measurement per-
formed using an MS instrument that is not accessible at the
sample loading site.

In an aspect, a stability-packaged MS array is transported
via a transport modality selected from: common carrier
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transport, transport in the U.S. mail, transport by a freight
forwarder, transport by a package express carrier, transport
by a courier, transport by aircraft, or transport by a motor
vehicle.

In an aspect, there is provided a system for offsite MS
analysis including a MS substrate having a plurality of MS
samples applied thereon at trackable loci and a record or data
set including, for each MS sample, a descriptor of the
position of the trackable locus and a non-informative track-
ing identifier uniquely identifying the MS sample.

In an aspect, a descriptor of the position of the trackable
locus of an MS sample includes a descriptor of the position
of the trackable locus relative to at least one physical
characteristic of the MS substrate or a mounting frame on
which the MS substrate is mounted, which may be a fiducial
mark.

In an aspect, a record or dataset includes, for an MS
sample, a descriptor of the position of the center of the MS
sample relative to the at least one fiducial point, and the
diameter of the MS sample.

In an aspect, a descriptor of the position of the trackable
locus of an MS sample includes a descriptor of the position
of'the MS sample relative to one or more other MS samples.

In an aspect, a MS record or dataset is written on a
non-transitory machine-readable medium in a file or data
structure compatible with positioning control software of an
instrument selected from: an acoustic application instru-
ment, a moveable stage, a laboratory robotics instrument, or
a MS instrument.

In an aspect, there is provided a substrate comprising a
porous semiconductor, which may further comprise a fluo-
rous initiator, such as, for example, a fluorous siloxane,
adsorbed to the semiconductor, and/or a photoactive com-
pound containing a fluorous group, such as, for example, a
flourous group selected from perfluoro-1-butanesulfonate,
N-hydroxynaphthalimide triflate and 5,10,15,20-tetrakis
(pentafluorophenyl) porphyrin, adsorbed to the semiconduc-
tor.

In an aspect, there is provided a method of detecting an
analyte in a sample by desorption ionization mass spectrom-
etry, which may include: (1) depositing a sample having a
volume in the picoliter to nanoliter range on a substrate,
which may be, for example, by non-contact deposition, such
as, for example, acoustic deposition; (2) delivering radiation
to the sample to cause desorption and ionization of the
sample; and (3) detecting the mass-to-charge ratio of the
ionized analyte.

In an aspect, there is provided a method of detecting an
analyte in a sample by desorption ionization mass spectrom-
etry, which may include: (1) depositing a plurality of matrix-
free samples of differing composition, each having a volume
in the picoliter to nanoliter range on a matrix-free substrate,
which may be, for example, by non-contact deposition, such
as, for example, acoustic deposition; (2) delivering radiation
to each of the samples to cause desorption and ionization of
the samples; and (3) detecting the mass-to-charge ratio of the
ionized analyte from each sample.

For clarity and to ensure completeness, certain of the
aspects and/or embodiments disclosed herein may be over-
lapping in scope, described repetitively, or represent recitals
of the same or equivalent elements or combinations
expressed in alternative language. It will be apparent that the
choice of particular phraseology and/or of particular aspects
or elements to assert as claims involves many complex
technical and legal considerations, and no inference should
be drawn that alternative descriptions of a particular element
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or combination in this written description necessarily
encompass different subject matter.

It is intended that this specification be interpreted in
accordance with the normal principles of English grammar
and that words and phrases be given their ordinary English
meaning as understood by persons of skill in the pertinent
arts except as otherwise explicitly stated. If a word, term, or
phrase is intended to be further characterized, specified, or
narrowed in some way, then additional adjectives, modifiers,
or descriptive text have been included in accordance with
the normal principles of English grammar. It is intended that
the meanings of words, terms, or phrases should not be
modified or characterized in a manner differing from their
ordinary English meaning as understood by persons of skill
in the relevant arts except on the basis of adjectives, modi-
fiers, or descriptive text that is explicitly present.

Except as otherwise explicitly stated, terms used in this
specification, including terms used in the claims and draw-
ings, are intended as “open” terms. That is, for example, the
words “including” and “comprising” should be interpreted
to mean “including but not limited to,” the word “having”
should be interpreted to mean “having at least,” the word
“includes” should be interpreted to mean “includes but is not
limited to,” the phrases “for example” or “including by way
of example” should be interpreted as signifying that the
example(s) given are non-exhaustive and other examples
could be given, and other similar words and phrases should
be given similar non-exclusive meanings.

As used herein, the term “about” or “approximately”
means within 20%, preferably within 10%, and more pref-
erably within 5% (or 1% or less) of a given value or range.
Various standard abbreviations and acronyms as defined in
J. Org. Chern. 2007 72(1):23A-24A are used herein. Other
abbreviations and acronyms used herein include: LDI: laser-
desorption ionization.

In the written description and appended claims, the indefi-
nite articles “a” and/or “an” are intended to mean “at least
one” or “one or more” except where expressly stated oth-
erwise or where the enabling disclosure requires otherwise.
The word “or” as used herein is intended to mean “and/or”,
except where it is expressly accompanied by the word
“either”, as in “either A or B”. Applicants are aware of the
provisions of 35 U.S.C. §112, 46. The use of the words
“function,” “means” or “step” in the written description,
drawings, or claims herein is not intended to invoke the
provisions of 35 U.S.C. §112, 96, to define the invention. To
the contrary, if the provisions of 35 U.S.C. §112, 46 are
sought to be invoked, the claims will expressly include one
of the exact phrases “means for performing the function of”
or “step for performing the function of”’. Moreover, even if
the provisions of 35 U.S.C. §112, 96 are explicitly invoked
to define a claimed invention, it is intended that the claims
not be limited only to the specific structure, material or acts
that are described in the preferred embodiments, but in
addition, extend to any and all structures, materials or acts
that perform the claimed function as described in alternative
embodiments or forms of the invention, or that are well
known present or later-developed equivalent structures,
material or acts for performing the claimed function.

Any of the methods of the present disclosure may be
implemented in whole or part in hardware, software, or both,
or by a computer program, and may be carried out using any
of'the disclosed devices or apparatus according to any aspect
or embodiment of the present invention, or in any other
operable manner.

In the foregoing description, various details, specific
aspects, embodiments, and examples have been described in
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order to illustrate and explain the subject matter, to provide
a thorough understanding of the various aspects, to enable
persons skilled in the pertinent arts to practice the described
subject matter, and to disclose the best mode of doing so
known to applicants. These details, specific aspects, embodi-
ments, and examples are not intended to be limiting; rather,
it will be apparent to persons of skill in the relevant arts that,
based upon the teachings herein, various changes, substitu-
tions, modifications, rearrangements, may be made and
various aspects, components, or steps may be omitted or
added, without departing from the subject matter described
herein and its broader aspects. Except as otherwise expressly
stated or where aspects or features are inherently mutually
exclusive, aspects and features of any embodiment
described herein may be combined with aspects and features
of any one or more other embodiments. The appended
claims are intended to encompass within their scope any and
all changes, substitutions, modifications, rearrangements,
combinations of aspects or features, additions, and omis-
sions that are within the spirit and scope of the subject matter
as described herein and/or within the knowledge of a person
of skill in the art. The scope of the invention is defined by
the claims, and is not limited by or to the particular embodi-
ments or aspects chosen for detailed exposition in the
foregoing description, but rather extends to all embodiments
or aspects as defined by the claims, as well as any equiva-
lents of such embodiments or aspects, whether currently
known or developed in the future.

The practice of various of the systems and methods
disclosed herein relies on various conventional techniques in
mass spectrometry and related fields such as are within the
skill of the art. These techniques are described in the
references cited herein and are fully explained in the litera-
ture. See, e.g., Siuzdak, Mass Spectrometry for Biotechnol-
ogy (1996) Elsevier Science, USA; Dass, Fundamentals of
Contemporary Mass Spectrometry (2007) Wiley Inter-
science, Hoboken, N.J. So as to reduce the complexity and
length of the detailed description, and to provide back-
ground in certain areas of technology, the foregoing refer-
ences as well as each of the materials identified in the
“REFERENCES” section below are expressly incorporated
by reference. Applicants believe that the subject matter
incorporated is “non-essential” in accordance with 37 CFR
1.57, because it is referred to for purposes of indicating the
background of the invention or illustrating the state of the
art. However, if the Examiner concludes that any of the
incorporated material constitutes “essential material” within
the meaning of 37 CFR 1.57(c)(1)-(3), applicants will
amend the specification to expressly recite the essential
material that is incorporated by reference as allowed by the
applicable rules.
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We claim:

1. A system for mass spectrographic (MS) analysis com-

prising:

a MS substrate having a plurality of MS samples applied
thereon at trackable loci; and

a record or data set comprising, for each MS sample, a
descriptor of the position of the trackable locus and a
non-informative tracking identifier uniquely identify-
ing the MS sample,

wherein the plurality of MS samples comprises samples that

differ in composition or concentration, and wherein the

record or data set does not reveal the chemical structure of
the MS samples.

2. The system of claim 1, wherein the MS samples are
blinded.
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3. The system of claim 1, wherein the descriptor of the
position of the trackable locus of an MS sample comprises
a descriptor of the position of the trackable locus relative to
at least one physical characteristic of the MS substrate or a
mounting frame on which the MS substrate is mounted.

4. The system of claim 3, wherein the at least one physical
characteristic comprises a fiducial mark.

5. The system of claim 4, wherein the record or dataset
comprises, for each MS sample, a descriptor of the position
of the center of the MS sample relative to the fiducial mark,
and the diameter of the MS sample.

6. The system of claim 1, wherein the descriptor of the
position of the trackable locus of an MS sample comprises
a descriptor of the position of the MS sample relative to one
or more other MS samples.

7. The system of claim 1, wherein the record or dataset is
recorded on a non-transitory machine-readable medium in a
file or data structure compatible with positioning control
software of an instrument selected from: an acoustic appli-
cation instrument, a moveable stage, a laboratory robotics
instrument, or a MS instrument.

8. The system of claim 1, wherein the record or data set
comprises a data store selected from: a relational database,
an object-oriented database or data structure, a no-SQL
database, a cloud-based data storage utility, an XML or
SGML-based data structure, a JSON data structure, a flat
file; or a spreadsheet file.

9. The system of claim 1, wherein the record or data set
comprises a format operable for merging with a data store of
a customer entitled to the results of an offsite MS analysis of
the MS samples.

10. The system of claim 1, wherein at least one MS
sample is present in a quantity below the threshold for NMR
determination of structure.

11. The system of claim 1, wherein at least one MS
sample is disposed on the MS substrate at an analyte
concentration of less than about 1 ng/mL.

12. The system of claim 1, wherein at least one MS
sample comprises analyte molecules having mass less than
about 3,000 Daltons.

13. The system of claim 1, wherein at least one MS
sample comprises an analyte selected from: animal metabo-
lites, human metabolites, microbial metabolites, plant
metabolites, or drug metabolites.

14. The system of claim 1, wherein at least one MS
sample is derived from a source selected from: urine, blood,
cerebrospinal fluid, or tissue.

15. The system of claim 1, wherein the MS samples are
not captured or covalently bound to the MS substrate.

16. The system of claim 1, wherein the MS substrate
comprises a sample-accepting surface selected from: a con-
ductive surface, a stainless steel surface, a semiconductor
surface, a silicon surface, an etched silicon surface, a liquid
coated silicon surface, a glass surface, a plastic surface, or
a gold surface.

17. The system of claim 1, wherein the MS samples are
disposed on the MS substrate at a center-to-center distance
of less than about 500 microns.

18. The system of claim 1, wherein at least one MS
sample is disposed on the MS substrate at a volume less than
about 500 nL.

19. The system of claim 1, wherein the MS substrate is
mounted in a mounting frame and the mounting frame
comprises a fiducial mark.
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